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Invertebrates have only one homologue of GAB gene 
(sequentially similar to GAB) suggesting expansion of 

GAB genes with the origin of vertebrates 

GRB2-associated-binding protein (GAB) gene family includes four homologous (paralogous) namely GAB1, GAB2, GAB3 and GAB4. Collectively, 
proteins encoded by GAB family genes are associated with variety of functions, of these some important are: development of heart and epidermis, 

regulation of innate immune response (GAB1), cell proliferation and tyrosine kinase signalling (GAB2), macrophage differentiation (GAB3) and integrin 
mediated signalling (GAB4)
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Comparison of genomic 
syntenies of human GAB 
gene family paralogues 

highlights different 
modes of gene birth and 

death
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The differences in gene expression, partner protein interactions 
and protein domain architecture suggest the sub-neo-

functionalization after expansion in the GAB gene family 

PH domains are present in 
several evolutionary 

unrelated proteins (GAB, 
BTK, OSBP, ARF etc) 

implicating the possibility of 
origin of genes by domain 

acquisition  

Nucleotide changes/site 
reflect rate of  

evolution 
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Lineal ancestry 
between 3/4 vertebrate 
GAB genes and single 
invertebrate GAB gene 


