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Welcome to the ESEB 2022 Congress, which takes place August 14-19, 2022 at the Prague Congress Centre in the Czech
Republic.

The European Society for Evolutionary Biology (ESEB) meetings have been held every two years (this one is exceptional due
to the pandemic after three years) since 1987 and are currently one of the largest conferences in the field of evolutionary
biology. Over 1500 participants attend the conference in Prague.

The congress will open on Sunday, August 14, 2022 with a welcome reception and will run until Friday, August 19, concluding
with a conference dinner at the ObcZanska plovarna restaurant.

While we understand the difficulties associated with the current pandemic situation, we are confident that with responsible
behaviour from all of us, we can manage it. It is a great pleasure to welcome you and | hope you will enjoy the personal
meeting, make new contacts and gain new impulses for your scientific work. | hope that you will all also find time to explore
the cultural beauty, history and hopefully nature of our capital city and its surroundings.

| see evolutionary biology primarily as an effort to understand the history of life and the laws that have moved, are
moving, and will move our world. In today's turbulent times of misinformation and near brutal war, it is more than
necessary to build on the giants of our fields, such as Darwin and Mendel, whose 200" anniversary of birth we now
commemorate and who was the most brilliant scientific figure of the Czech-German culture circle. | hope that our
meeting will contribute to the ethos of science as an endless but far from futile search for the truth about the world
and to the development of humanistic traditions.

I wish us all a successful conference!
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Congress \Jenue

The ESEB 2022 will take place in Prague Congress Centre (PCC) which is one of the modern architectural landmarks
of Prague and the largest convention and culture centre in the Czech Republic.

The Prague Congress Centre ranks among the best-known congress venues in Europe with more than 50 halls, reception
and meeting rooms with the total capacity of up to 9,300 people, and 13,000 m? of exhibition space.

Its location is very practical, being easily accessible from the city centre by underground or motorway. The Prague Congress

Centre is situated in a unique location with a beautiful panoramic view of Prague with its large parks, the Vltava River
and Prague Castle.

Address:
Prague Congress Centre (PCC)
5. kvétna 65

140 00 Prague 4, Czech Republic
Website: www.praguecc.cz
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The Prague Congress Centre can be easily reached by metro line C (red line) to the station “VySehrad”, the PCC is located
just in front of the metro station.

From the Airport

Take the bus No. 119 towards “Nadrazi Veleslavin” (METRO station). Leave the bus at the end stop and change for the METRO
green line “A” the direction towards “Depo Hostivar”. You will go 7 stops to the station “Muzeum”. Change there for the METRO
red line C and go to the station “VySehrad”. The PCC is just next to this station. Travel by public transport will take
approximately 45-50 minutes.

Public transport tickets must be purchased in advance, before boarding public transport buses. Tickets are sold
by the Visitor Centre, Prague Public Transit company counters at Arrival Halls, available from ticket machines located around
Terminals 1 and 2 Arrival Halls and directly at bus stops. Most ticket machines at the airport accept contactless credit card
payments. The ticket from airport to the PCC costs 40 Czech crowns.

More information about transportation is available

A taxi ride from the airport to the PCC will take approximately 30-45 minutes and costs about 25-30 EUR.

By train

Prague Main station (Praha Hlavni nadrazi) is in the city centrum and close to the conference venue (3 stops by metro
line C). We recommend to check

By car

The Prague Congress Centre is adjacent to the North-South Prague City Expressway - follow the road signs for Kongresové
centrum Praha.

GPS: 50.062112, 14.428886

Limited parking space is available in the Prague Congress Centre’s underground car park. For more information about
parking please visit

Paid Parking zones - Parking in Prague

In Prague, parking is regulated by PAID PARKING ZONES (PPZ) in order to protect residents living in parts of town with a lot

of traffic and to motivate visitors to avoid these parts of town and park in said zones only for period of time they really need.

For more information about paid Parking zones please visit


https://www.eseb2022.cz/en/getting-around
https://idos.idnes.cz/en/vlakyautobusymhdvse/spojeni/
https://www.praguecc.cz/en/parking-in-pcc
http://www.parkujvklidu.cz/prague-parking/
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ESEB-Member €560,00
Non-member €710,00
ESEB Student* €310,00
Non-member Student* €410,00

Registration fees include 21 % VAT.

*Applicants must be full-time students at the time of the Congress and are required to upload or show their valid student ID card
scanned from both sides or a confirmation of their student status issued by the university / institution. Students registration fee
applies for PhD or undergraduates.

The registration fee for Delegates includes:
Admission to all Congress scientific sessions
Admission to the Exhibition area and Poster sessions,
Admission to the Opening ceremony and welcome drink
Free public transportation ticket for the duration of the Congress
Refreshment during the Congress

The registration fee for Accompanying Person includes:
Opening Ceremony & Welcome Cocktail
Free public transportation ticket for the duration of the Congress
Half-day tour of Prague

What is not covered by the fee?
Congress Dinner - 90 EUR per delegate and 60 EUR per student

Sunday, August 14, 2022 15:00-18:00
Monday, August 15, 2022 08:00-19:00
Tuesday, August 16, 2022 08:00-17:30
Wednesday, August 17, 2022 08:00-13:00
Thursday, August 18, 2022 08:00-19:00
Friday, August 19, 2022 08:00-16:30

Participants will receive the name badge upon registration. Each participant is kindly requested to wear the name badge
when attending the congress. In case of any unpaid balance, we would like to ask you to pay in advance in order to avoid
queues at the Registration Desk. In case you prefer to pay on-site, we kindly ask you to make a payment with a credit / debit
card.
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Please follow the instructions on our website

Please come to the SPEAKER'S READY ROOM (Meeting room 2.1) at least 1 hour before the start of your session. In this
room, the technical support will upload your presentation to the system, test the presentation and check that it displays
correctly. Please note that due to technical reasons, uploading your presentation directly in the hall during the break before
your session is not possible.

Sunday, August 14, 2022 15:00-18:00
Monday, August 15, 2022 08:00-19:00
Tuesday, August 16, 2022 08:00-17:30
Wednesday, August 17, 2022 08:00-13:00
Thursday, August 18, 2022 08:00-19:00
Friday, August 19, 2022 08:00-16:30

The Poster Section is located at the end of the Exhibition Area on the 2" floor.

Poster Session 1 Monday, August 15, 2022 18:00-19:30
Poster Session 2 Thursday, August 18, 2022 18:00-19:30

Beer, soft drinks and light refreshments will be served during both Poster Sessions.
The number of your poster can be found in the List of Posters .

Posters assigned odd Poster board numbers will be presented on Monday, August 15 from 18:00-19:30.
Posters assigned even Poster board numbers will be presented on Thursday, August 18 from 18:00-19:30.

Authors are expected to be available at their posters for the whole duration of the poster session to discuss their results
and answer questions. There will be no moderated discussions over the posters.

Detailed instructions for poster presenters can be found


https://www.eseb2022.cz/en/instructions-for-presenters
https://www.eseb2022.cz/en/instructions-for-poster-presenters
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Programme Overview

Registration (RECEPTION)

16:00-19:30

Congress of the European Society for Evolutionary Biology

August 14-19, 2022 | Prague Congress Centre

18:00-20:00

Welcome Cocktail (CATERING AREA, 3%° FLOOR)

08:50-09:00

Opening speech, organizational guidelines

Monday, August 15, 2022

09:00-09:45

- How envir

Plenary talk: Kathleen D

of ancestors affect traits in the present (CONGRESS HALL)

PANORAMA HALL SOUTH HALL 1A SOUTH HALL 1B NORTH HALL TERRACE 2A TERRACE 2B SOUTH HALL 2A SOUTH HALL 2B
10:00-11:00 | S11. Adaptation $37. Microbiomes $22. Phenotypic S09. Parallel $35. The art $32. Inferring S03. Diversity $13. Evolutionary
and evolution across in the wild: the drivers | plasticity’s importance |and repeated evolution |of microscopic macroevolutionary and evolution in sperm, |ecology of chemically-
environmental gradients | and evolutionary in evolution: Same old  |in adaptive radiation war: interference patterns from micro- ova, and other primary | mediated species
consequences dog or new tricks? competition in microbes | evolutionary processes: |reproductive traits interactions in plants
of microbiome variation methods and practices
11:00-11:30 | Coffee break
11:30-12:30 | S11. Adaptation $37. Microbiomes $22. Phenotypic S09. Parallel S06. Revisiting $32. Inferring S03. Diversity $13. Evolutionary

(13:00) | and evolution across in the wild: the drivers | plasticity’s importance | and repeated evolution |chromosomal speciation | macroevolutionary and evolution in sperm, |ecology of chemically-
environmental gradients | and evolutionary in evolution: Same old  |in adaptive radiation in the genomic era patterns from micro- ova, and other primary | mediated species
consequences dog or new tricks? evolutionary processes: | reproductive traits interactions in plants
of microbiome variation methods and practices
12:30-14:00 | Lunch break
12:45-13:45 EvoKE (Evolutionary Knowledge for Everyone) networking meeting | (TERRACE 2A)
14:00-15:30 | S11. Adaptation $37. Microbiomes $22. Phenotypic S09. Parallel $30. Characterizing S40. Open symposium | S03. Diversity $14. Ecological drivers
and evolution across in the wild: the drivers | plasticity’s importance |and repeated evolution |genomic landscapes and evolution in sperm, |and evolutionary
environmental gradients | and evolutionary in evolution: Same old  |in adaptive radiation of recombination ova, and other primary | consequences
consequences dog or new tricks? and their evolution reproductive traits of within-population
of microbiome variation colour variation
15:30-16:00  Coffee break

16:00-17:30

S11. Adaptation
and evolution across
environmental gradients

§37. Microbiomes

in the wild: the drivers
and evolutionary
consequences

of microbiome variation

$22. Phenotypic
plasticity’s importance
in evolution: Same old
dog or new tricks?

S09. Parallel
and repeated evolution
in adaptive radiation

$30. Characterizing
genomic landscapes
of recombination
and their evolution

$40. Open symposium

S03. Diversity

and evolution in sperm,
ova, and other primary
reproductive traits

$14. Ecological drivers
and evolutionary
consequences

of within-population
colour variation

18:00-19:30

Poster session 1/ Beer and chips (CONGRESS HALL FOYER)

09:00-09:45

Plenary talk: Hanna Kokko - Diversity and unity in nature, diversity and unity in approaches to study it? (CONGRESS HALL)

Tuesday, August 16, 2022

PANORAMA HALL

SOUTH HALL 1A

SOUTH HALL 1B

NORTH HALL

TERRACE 2A

TERRACE 2B

SOUTH HALL 2A

SOUTH HALL 2B

10:00-11:00

S11. Adaptation
and evolution across
environmental gradients

$29. Comparative
genomics: a powerful
tool for exploring broad
evolutionary questions

§27. Tandem repeats:
their role in molecular
evolution and methods

S08. Integrative
biogeography: Past,
present, future

$26. The biological
meaning of SNPs

$12. Resurrection
ecology as a tool

for the study of rapid
evolution

S05. A combinatorial view
on rapid speciation -

the role of ancient genetic
variants and hybridisation

S04. The evolutionary
ecology of mating
systems

18:30 Meeting of national evolutionary societies (Faculty of Science, Charles University, Viniéna 7)

18:30-20:00 Netherlands Evolutionary Biology Get-Together (pub ‘U Sumavy’, Stépanska 3)

11:00-11:30 | Coffee break
11:30-12:30 | S11. Adaptation $29. Comparative $39. Mechanisms S08. Integrative S07. Chromosome $20. Unravelling S05. A combinatorial view | S04. The evolutionary
(12:45) | and evolution across genomics: a powerful of host-symbiont biogeography: Past, rearrangements the interplay between | on rapid speciation - ecology of mating
environmental gradients | tool for exploring broad |coevolution: from present, future in evolution plasticity and evolution | the role of ancient genetic | systems
evolutionary questions | genotype to phenotype during rapid global change | variants and hybridisation
12:30-14:00 | Lunch break
12:45-13:45 EvoKE (Evolutionary Knowledge for Everyone) networking meeting Il (TERRACE 2B)
14:00-15:30 | S11. Adaptation $29. Comparative $39. Mechanisms S08. Integrative S07. Chromosome $20. Unravelling S05. A combinatorial view | S04. The evolutionary
and evolution across genomics: a powerful of host-symbiont biogeography: Past, rearrangements the interplay between | on rapid speciation - ecology of mating
environmental gradients | tool for exploring broad |coevolution: from present, future in evolution plasticity and evolution | the role of ancient genetic | systems
evolutionary questions | genotype to phenotype during rapid global change | variants and hybridisation
15:30-16:00 | Coffee break
16:00-17:30 | S11. Adaptation $29. Comparative $39. Mechanisms S08. Integrative S07. Chromosome §20. Unravelling S05. A combinatorial view | S04. The evolutionary
and evolution across genomics: a powerful of host-symbiont biogeography: Past, rearrangements the interplay between | on rapid speciation - ecology of mating
environmental gradients | tool for exploring broad | coevolution: from present, future in evolution plasticity and evolution |the role of ancient genetic | systems
evolutionary questions | genotype to phenotype during rapid global change | variants and hybridisation
from 18:30 |Evening networking
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Wednesday, August 17, 2022

Plenary talk: Kayla King - Virulence, biodiversity, and host-parasite coevolution (CONGRESS HALL)

09:00-09:45

Congress of the European Society for Evolutionary Biology
August 14-19, 2022 | Prague Congress Centre

PANORAMA HALL

SOUTH HALL 1A

SOUTH HALL 1B

NORTH HALL

TERRACE 2A

TERRACE 2B

SOUTH HALL 2A

SOUTH HALL 2B

10:00-11:30

$40. Open symposium

$19. Eco-evolutionary
dynamics and feedbacks
in invasive species

§23. The evolution
and consequences
of non-mendelian

inheritance

S01. Tug of war
between the sexes:
The transcriptomic
architecture

of sex-linked traits

$16. Predator cognition
and the evolution

of prey defence
strategies

$15. Rapid evolution
of color patterns

$17. Brain, behaviour
and cognitive evolution

§33. Domestication:
Fresh insights
from ancient genomics

11:30-12:00

Coffee break

12:00-13:00

540. Open symposium

$19. Eco-evolutionary

§23. The evolution

S01. Tug of war

$16. Predator cognition

$15. Rapid evolution

$17. Brain, behaviour

§33. Domestication:

(13:15) dynamics and feedbacks | and consequences between the sexes: and the evolution of color patterns and cognitive evolution | Fresh insights
in invasive species of non-mendelian The transcriptomic of prey defence from ancient genomics
inheritance architecture strategies
of sex-linked traits
13:15-14:15 | Lunch, followed by free afternoon / Student career development meeting (TERRACE 2B)
15:00-16:30 | Tandem Repeat Satellite Symposium (Faculty of Science, Charles University, Vinicna 7)

09:00-09:45

Plenary talk: Alexei Maklakov - Why do we age? Challenges and emerging theories in the evolution of ageing (CONGRESS HALL)

Thursday, August 18, 2022

PANORAMA HALL

SOUTH HALL 1A

SOUTH HALL 1B

NORTH HALL

TERRACE 2A

TERRACE 2B

SOUTH HALL 2A

SOUTH HALL 2B

10:00-11:00

$10. Eco-evolutionary
dynamics in changing
environments:

insights from models,
experiments and case

§38. Molecular evolution
and trade-offs

in host-pathogen
interactions and host
immunity

528. Beyond
transcription: the role
of post-transcriptional
gene regulation

in adaptation and

502. Sex chromosome
evolution: the canonical
model and so much
beyond

§25. The positives and
negatives of whole
genome duplication:
synthesizing polyploid
evolution across

§23. The evolution and
consequences of non-
mendelian inheritance

§18. The evolution
of behavioural
adaptations: Genes,
neurons and ecology

§31. Limits

to adaptation: linking
evolution, ecology,
and genetics

studies evolution organisms and
disciplines

11:00-11:30 | Coffee break

11:30-12:30 | $10. Eco-evolutionary $38. Molecular evolution | S40. Open symposium | S02. Sex chromosome | S40. Open symposium | S$23. The evolution and |S18. The evolution $31. Limits
dynamics in changing  |and trade-offs evolution: the canonical consequences of non- | of behavioural to adaptation: linking
environments: in host-pathogen model and so much mendelian inheritance | adaptations: Genes, evolution, ecology,
insights from models, | interactions and host beyond neurons and ecology and genetics
experiments and case | immunity
studies

12:30-14:00 | Lunch break
12:45-13:45 Students meet editors (TERRACE 2A)

14:00-15:30 | S10. Eco-evolutionary $38. Molecular evolution | S34. How have S02. Sex chromosome | S08. Integrative S24. Progress and $18. The evolution $31. Limits
dynamics in changing and trade-offs biomarkers improved evolution: the canonical |biogeography: Past, prospects in adaptation |of behavioural to adaptation: linking
environments: in host-pathogen our understanding of model and so much present, future genomics adaptations: Genes, evolution, ecology,
insights from models, interactions and host health and the evolution | beyond neurons and ecology and genetics
experiments and case | immunity of senescence?
studies

15:30-16:00 | Coffee break

16:00-17:30 | S10. Eco-evolutionary $38. Molecular evolution | $34. How have S02. Sex chromosome | S08. Integrative S24. Progress and $18. The evolution $31. Limits
dynamics in changing and trade-offs biomarkers improved evolution: the canonical |biogeography: Past, prospects in adaptation |of behavioural to adaptation: linking
environments: in host-pathogen our understanding model and so much present, future genomics adaptations: Genes, evolution, ecology,
insights from models, interactions and host of health and the evolution | beyond neurons and ecology and genetics
experiments and case | immunity of senescence?
studies

17:30-17:45 | Promoting scientific literacy in evolution through citizen science practices in high schools (TERRACE 2B)

18:00-19:30 | Poster session 2 / Beer and chips (CONGRESS HALL FOYER)

Friday, August 19, 2022

PANORAMA HALL

SOUTH HALL 1A

SOUTH HALL 1B

NORTH HALL

TERRACE 2A

TERRACE 2B

SOUTH HALL 2A

SOUTH HALL 2B

09:00-10:30

$10. Eco-evolutionary
dynamics in changing
environments:
insights from models,
experiments and case
studies

$38. Molecular evolution
and trade-offs

in host-pathogen
interactions and host
immunity

$40. Open symposium

$40. Open symposium

$25. The positives

and negatives of whole
genome duplication:
synthesizing polyploid
evolution across
organisms and disciplines

$36. Evolution
of antibiotic resistance:
from lab to clinic

$21. Epigenetics goes
wild! Epigenetic diversity
and the evolutionary
potential of wild
populations

$24. Progress
and prospects
in adaptation genomics

10:30-11:00 | Coffee break
11:00-12:30 | S10. Eco-evolutionary $38. Molecular evolution | S40. Open symposium | S40. Open symposium + | $25. The positives and | $36. Evolution §21. Epigenetics goes 524. Progress
(12:45) | dynamics in changing and trade-offs presentations of Stearns | negatives of whole of antibiotic resistance: |wild! Epigenetic diversity  and prospects

environments: in host-pathogen Prize winners for the best | genome duplication: from lab to clinic and the evolutionary in adaptation genomics
insights from models, interactions and host paper published synthesizing polyploid potential of wild
experiments and case | immunity in Journal of Evolutionary |evolution across populations
studies Biology organisms and disciplines

12:30-13:45 | Lunch break
12:45-13:45 Scientist Rebellion introduction and networking meeting (TERRACE 2A)
CONGRESS HALL

13:45-14:40 | ESEB Membership Meeting

14:40-14:45 | Break

14:45-15:20 | Presidential address (Astrid Groot)

15:25-16:00 | Distinguished Fellow talk (Roger Butlin)

16:00-16:10 | Coffee break

16:10-17:10 | Talks by John Maynard Smith Prize winners (Camilo Barbosa, Stefany Moreno Gamez, Catalina Chaparro-Predraza)

17:10-17:30 | Closing ceremony

19:00-23:30 | Congress dinner (restaurant Obcanska plovarna)
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18:00-20:00
Congress Hall Foyer

08:50-09:00

Congress Hall

09:00-09:45
Congress Hall

09:45-10:00
Break

10:00-11:00
Panorama Hall

10:00-10:30 Thermal performance, plasticity, and adaptive potential across Marjo Saastamoinen
ID: 1933 environmental gradients

10:30-10:45 Change from early to adult environment affects aphid transcriptome, Hawa jJahan

ID: 1068 fitness and endosymbiont density

10:45-11:00 Genome-wide detection of selection and local adaptation in Temnothorax Maide Nesibe Macit
ID: 1130 longispinosus to its parasite

10:00-11:00

10:00-10:30 The holobiont as an ecosystem: the host perspective Lucia Pita

ID: 1395

10:30-10:45 Gut microbiota of wild rodents from islands: testing the island Ilze Brila

ID: 2034 biogeography theory

10:45-11:00 Threespine stickleback gut microbiota divergence associated Andreas Hdrer
ID: 1298 with repeated shifts in trophic ecology

10:00-11:00

South Hall 1B

10:00-10:30 How does plasticity influence eco-evolutionary dynamics? Insights Luis-Miguel Chevin

ID: 1064 from theory-experiment encounters.

10:30-10:45 Anticipatory effects in the filamentous fungi Neurospora crassa Mariana Villalba de la
ID: 1071 Pefia

10:45-11:00 The role of Tribolium castaneum’s phenotypic plasticity Ana Sofia Lindeza

ID: 2004 for the rapid evolution of resistance
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10:00-11:00

10:00-10:30 The role of gene exchange in parallel rapid adaptive radiations Joana Meier

ID: 1125

10:30-10:45 Convergent evolution of seasonal plasticity in a radiation Vicencio Oostra
ID: 1091 of African Bicyclus butterflies

10:45-11:00 The genomics of a great speciator provides insights into adaptations Andrea Estandia
ID: 1251 to island life

10:00-11:00

10:00-10:15 Antagonism among the abundant Bacteroidales of the human gut microbiota Laurie Comstock

ID: 1659

10:15-10:30 The role of antibiotics in Streptomyces interference competition Daniel Rozen

ID: 1709

10:30-10:45 Directed evolution of resistance to a bacterial Type VI Secretion System Kathryn MacGillivray
ID: 1599

10:45-11:00 The ecology of strain replacement in bacterial communities Erik Bakkeren

ID: 1156

10:00-11:00

10:00-10:30 Rates of evolution: Interpretation, measurement and microevolutionary Thomas Fredrik
ID: 1194 models Hansen
10:30-11:00 Detecting macroevolutionary signatures of the Bogert effect Martha Mufioz
ID: 1737

10:00-11:00

10:00-10:30 The scope for sexual selection during pollen-pistil interactions Jeanne Tonnabel
ID: 1970

10:30-10:45 Bateman gradients from first principles Jussi Lehtonen

ID: 1421

10:45-11:00 Hermaphroditic origins of anisogamy Jonathan Henshaw
ID: 1445

10:00-11:00

South Hall 2B

10:00-10:30 Adapting to increasing herbivory under climate change: the role James Buckley
ID: 1254 of intraspecific trait variation

10:30-10:45 Effects of intraspecific plant chemodiversity on the attraction Dominik Ziaja
ID: 1279 and occurrence of aphids

10:45-11:00 Real-time adaptation to evolutionary novel toxins in an insect herbivore Erik van Bergen
ID: 1222

11:00-11:30
Coffee break



11:30-12:30
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South Hall 1B

11:30-11:45
ID: 1985
11:45-12:00
ID: 2208
12:00-12:15
ID: 1470
12:15-12:30
ID: 1679

De novo evolution of multicellularity via the canalisation

of phenotypically plastic cell clumping

Phenotypic plasticity enables the colonization of extreme cave
environments

Hidden genetic variation in plasticity increases adaptive potential
in novel environments in Senecio

The role of gene expression plasticity in population response

to environmental stressors

11:30-12:30

Yashraj Chavhan
Helena Bilandzija
Jon Bridle

Brenna Stanford

Terrace 2A

11:30-11:45
ID: 1163

11:45-12:00
ID: 2217

12:00-12:15
ID: 1240
12:15-12:30
ID: 1423

Holocentric chromosomal evolution and diversification patterns:
from macro to microevolution

Chromosomal speciation: Lessons learned from karyotype evolution
in Lepidoptera

The evolution of Merian Elements in Lepidoptera

Multiple chromosomal inversions associated with strong reproductive

isolation between ecotypes

Marcial Escudero

Petr Nguyen

Charlotte Wright

Alan Le Moan

11:30-12:30
South Hall 2B

11:30-11:45
ID: 1371
11:45-12:00
ID: 1741
12:00-12:15
ID: 1761
12:15-12:30
ID: 1015

Pollinator shifts and the evolution of specialized floral scent rewards

Mechanisms of trade-offs between defense and life history strategy
in monkeyflowers

Genetic architecture of leaf specialized metabolites in sessile oak
(Quercus petraea)

The key to a good relationship: inter-kingdom communication

in a fungus-ant nutritional symbiosis

11:30-12:45

Laura Hildesheim
Liza Holeski
Domitille

Cogq-Etchegaray
Benjamin Conlon

Panorama Hall

11:30-11:45
ID: 1284
11:45-12:00
ID: 1292
12:00-12:15
ID: 1447
12:15-12:30
ID: 1457
12:30-12:45
ID: 2353

A population genomic approach of bumble bee responses to urban
ecosystems

How insect chemical profiles unify signaling & adaptation:
Evolutionary conservation of a dual trait

Heliconius butterflies: colour, altitude, and thermal tolerance

Cross-seasonal trade-offs in two closely related butterflies

Identifying candidate genes for adaptation to a light gradient
in a group of Malawi cichlids

Panagiotis Theodorou
Jan Buellesbach

Tien Nguyen

Loke von Schmalensee

Julia Camacho
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11:30-12:45

11:30-11:45 Alterations to the gut microbiota of a wild juvenile passerine Oncii Maraci
ID: 1247 in an urban mosaic

11:45-12:00 Are house mouse genetics affecting the microbiome and antimicrobial Victor Hugo
ID: 1117 resistance in the hybrid zone? Jarquin-Diaz

12:00-12:15 Dynamics and metagenomics of oral disease in Scandinavian brown bears Adrian Forsythe
ID: 1719 (Ursus arctos)

12:15-12:30 Changes in fish skin microbiota along an eutrophication gradient: Jessica Cote
ID: 1895 a field and transplant approach
12:30-12:45 Exploring the microbial communities associated with the common Andrew Matthews

ID: 2255 garden snail

11:30-12:45

11:30-12:00 The origins and maintenance of polymorphisms across species radiations Gabriel Jamie

ID: 1637

12:00-12:15 Physiological adaptation genes, not morphology, open a new perspective Sebastian Kirchhof
ID: 1278 on adaptive radiations

12:15-12:30 Different ecomorphs affect the species response to ecological release Adria Bellvert

ID: 1370 in island red devil spiders

12:30-12:45 Shared genomic targets of selection in repeated adaptive divergences Arne Jacobs

ID: 2231 of sympatric salmonid ecotypes

11:30-12:45

11:30-11:45 The effect of male age on sperm traits in a sexually promiscuous passerine  Kristyna Mickovd
ID: 2074

11:45-12:00 Evolution of novel female reproductive strategy in protein-restricted Purbasha Dasgupta
ID: 1037 populations of D. melanogaster Bodhisatta Nandy
12:00-12:15 Evolution of age dependent female care of male gametes Julian Baur

ID: 1166

12:15-12:30 Synergistic impacts of hot exposure events on male and female fertility Benjamin Cole

ID: 1110 in a model insect

12:30-12:45 Uncovering new roles for auxin in the evolution of seed plants Ana Marcela

ID: 2166 Florez-Rueda

11:30-13:00

11:30-11:45 Bridging the gap between population genomic and phylogenetic Meélodie Bastian
ID: 1266 approaches

11:45-12:00 What controls rates of diversification and diversity across the tree Louie Rombaut
ID: 1351 of Life?

12:00-12:15 High investment into reproduction is associated with reduced lifespan Alejandro Gonzalez
ID: 1816 in dogs Voyer
12:15-12:30 Beyond the Mk model for studying discrete character evolution on trees Liam Revell

ID: 2410

12:30-12:45 The rock record turns trait evolution into apparent stasis and punctuated Niklas Hohmann
ID: 1253 equilibrium

12:45-13:00 The asymmetric brownian motion Théo Gaboriau

ID: 1717
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12:30-14:00
Lunch break

12:45-13:45

Terrace 2A

14:00-15:30

Panorama Hall

14:00-14:15 Climatic gradients shape macroevolutionary patterns of chemical signal Rowan French
ID: 1626 diversity across Drosophila

14:15-14:30 Thermoregulation, transparency and altitude in clearwing butterflies Violaine Ossola
ID: 1962

14:30-14:45 Seasonally varying selection drives supergene-based adaptation Alan Bergland
ID: 1977 in overwintering Drosophila

14:45-15:00 Sensory adaptation and perceptual thresholds across an ecological Shane Wright
ID: 2013 gradient in Heliconius butterflies

15:00-15:15 Hybridization in closely related wood ants with different climatic Ina Satokangas
ID: 2085 adaptations

15:15-15:30 Multispecies comparative analysis of phenology variation along altitudinal  Mathieu joron
ID: 2379 gradients in butterflies

14:00-15:30

14:00-14:30 Disentangling cause and effect in wild microbiome studies Xavier Harrison

ID: 1971

14:30-14:45 Vertical transmission of maternal gut microbiota in wild mice Klara M Wanelik

ID: 1861

14:45-15:00 Microbiome underlying winter adaptations in wild populations of great Charli Davies

ID: 2130 tits (Parus major)

15:00-15:15 Is natural selection driving antimicrobial properties of animal bacterial Ester Martinez-Renau
ID: 1633 symbionts?

15:15-15:30 Long-read metagenomics highlights dietary adaptations in the gut Sophie Teullet

ID: 1050 microbiome of ant-eating mammals

14:00-15:30
South Hall 1B

14:00-14:30
ID: 2453

14:30-14:45
ID: 1492
14:45-15:00
ID: 1726
15:00-15:15
ID: 1927
15:15-15:30
ID: 2097

A mechanistic approach to understanding plasticity; a sperm
competition example

Not just fitness traits: Changing environments may favor the plasticity
of recombination

‘Developmental lines of least resistance’ shape the relationship between
plasticity and evolution

Environmentally-induced variation in lifespan is regulated by cryptic
genetic variation n Drosophila

Parallelism and plasticity during adaptation to industrial era mining
contamination

Amanda Bretman

Sviatoslav Rybnikov
Patrick Rohner
Luisa Pallares

Alexander
Papadopulos
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14:00-15:30

14:00-14:30 Genomic and transcriptomic basis underlying parallel origins of live birth Sean Stankowski
ID: 2347

14:30-14:45 Genomes reveal age and demographic consequence of fast adaptive David A. Marques
ID: 1488 radiation

14:45-15:00 Parallel adaptation within wild populations is a source of morphological Jack Rayner

ID: 1872 and genetic diversity

15:00-15:15 Rapid parallel adaptation despite gene flow in silent crickets Nathan Bailey
ID: 1890

15:15-15:30 The role of sexual selection in shaping adaptive radiations Jana Riederer

ID: 1951

14:00-15:30

14:00-14:30 Recombination and its evolution, in vertebrates and beyond Simon Myers

ID: 2470

14:30-14:45 Historical recombination rate variation in a migratory songbird, Karen Bascén-Cardozo
ID: 1587 the European blackcap

14:45-15:00 Estimating the rates of crossover and gene conversion from individual Derek Setter

ID: 2063 genomes

15:00-15:15 Diversity and determinants of recombination landscapes in flowering Sylvain Glémin

ID: 1718 plants

15:15-15:30 Recombination landscape divergence between domesticated and wild Steven Dreissig

ID: 1533 populations of rye

14:00-15:30

14:00-14:15 Endoparasitoidism promotes viral domestication Benjamin Guinet
ID: 1168

14:15-14:30 Tumors alter life-history traits in the freshwater cnidarian Hydra oligactis Boutry Justine

ID: 1169

14:30-14:45 Endogenous viral elements in shrew genomes provide insights into Sebastian Lequime
ID: 1177 Flaviviridae ancient history

14:45-15:00 Protection of vulnerable colony members against nematode attack Florian Strahodinsky
ID: 1411 by social immunity in ants

15:00-15:15 Beyond the next variant: evolutionary interactions between host Gerald Heckel

ID: 1459 and hantavirus speciation

15:15-15:30 Large-scale turnover of immune receptor gene copies in zebrafish Yannick Schdfer
ID: 1949

14:00-15:30

14:00-14:30 Evolution of gonads, gametes and genital tracts Stefan Liipold

ID: 2213

14:30-14:45 Runaway selection in plants: myth or reality? Clément Lafon Placette
ID: 1067

14:45-15:00 From ejaculates to behaviour: how pre and post-copulatory sexual Cristina Tuni

ID: 1780 selection shape reproductive traits

15:00-15:15 The genetics of variation in sperm and female sperm storage organ Zeeshan Syed

ID: 2360 morphology in Drosophila

15:15-15:30 Exploring winner-loser effects on plastic male reproductive investment Lauren Harrison

ID: 1100 and telomere dynamics
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South Hall 2B

14:00-14:30
ID: 1768

14:30-14:45
ID: 2029
14:45-15:00
ID: 2332
15:00-15:15
ID: 1333
15:15-15:30
ID: 1212

From genes to pattern formation: explaining a color pattern
polymorphism in a reptile

A complex colour polymorphism is associated with a single gene in male

wood tiger moths

Molecular basis of continuous flower colour variation in Oncocyclus Irises

Wing-spot and good-gene hypothesis: it's not that simple

How frogs get their stripe: evolution of a widespread color pattern
polymorphism

15:30-16:00

Coffee break

16:00-17:30
Panorama Hall

Nathalie Feiner

Melanie Brien
Esther Senden
Divita Garg

Sandra Goutte

16:00-16:15
ID: 2393
16:15-16:30
ID: 1886
16:30-16:45
ID: 1804
16:45-17:00
ID: 1553
17:00-17:15
ID: 1035
17:15-17:30
ID: 1028

Going deeper: molecular adaptation to hypoxia in African crater lake

cichlids

Adaptating to oncogenic pollution in two flatfish species: why (and how)

can one but not another?
Genome-environment associations in herring and horse mackerel:
implications for climate change

The European native oyster’s (Ostrea edulis) current genetic structuring

Do fisheries influence adaptation to climate change?

Genomic divergence across southern African marine thermal gradients

16:00-17:30

16:00-16:15
ID: 1410
16:15-16:30
ID: 2190
16:30-16:45
ID: 1213
16:45-17:00
ID: 1786
17:00-17:15
ID: 1384
17:15-17:30
ID: 2367

Examining the relationship between the gut microbiota, MHC,
and TB resistance in wild meerkats

Host-microbiome interactions within an eco-evo perspective:
Daphnia and its microbiome as a model.

Immunogenetic variation shapes the gut microbiome in a natural
vertebrate population

Early life environment has a lasting effect on the gut microbiota
of a wild rodent

Virus-host interaction dynamics in the gut microbiome through
the analysis of CRISPR arrays

Spatiotemporal patterns of microbial communities in recirculating
aquaculture systems

Dmytro Omelchenko
Tuul Sepp

Angela P. Fuentes
Pardo

Homeére J. Alves
Monteiro

Daniel Sadler

Peter Teske

Alice Risely

Ellen Decaestecker
David Richardson
Tiffany Scholier
Adridn Lépez-Beltrdn

Adamantia
Kapopoulou
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16:00-17:30

South Hall 1B

16:00-16:15 Life histories as mosaics: life-history traits differ in levels of plastic Anja Felmy

ID: 1980 and genetic control

16:15-16:30 Density-dependent dispersal promotes female-biased sex allocation Chedhawat

ID: 1392 in viscous populations Chokechaipaisarn
16:30-16:45 Natural selection makes phenotypic plasticity adaptive but constrained Mohamed Abdelaziz
ID: 2101 by phenotypic integration

16:45-17:00 The primary role of phenotypic plasticity in the face of accelerated Sofia Belardinelli
ID: 2174 environmental change

17:00-17:30 General discussion

ID: 2484

16:00-17:30

16:00-16:15 The genetic bases of adaptive radiation in Ophrys orchids Alessia Russo

ID: 2161

16:15-16:30 Convergent expression changes during development lead to convergent Timothee Kastylevsky
ID: 2180 tooth morphologies in rodents

16:30-16:45 The genomic basis of similarity in the cichlid fishes of the Lake Victoria Nathan Vranken

ID: 2219 Region Superflock

16:45-17:00 The genomic predictability of morph differentiation in a highly Sarah Salisbury

ID: 2261 polymorphic Arctic fish

17:00-17:15 Early life parallel evolution in the sharpsnout seabream over spatial Marta Bassitta

ID: 1785 and temporal scales

17:15-17:30 Can synergistic pleiotropy explain the low parallelism of temperature Dagny A. Runarsdottir
ID: 2376 gene expression evolution?

16:00-17:30

16:00-16:15 Major shifts in the recombination landscape and their consequences Simon Martin
ID: 1888 for barriers to gene flow

16:15-16:30 Genome structure drives the landscape of introgression from selfing Tyler Kent

ID: 2406 into outcrossing Capsella

16:30-16:45 Evolution of genomic landscape of diversification in peatmosses Olena Meleshko
ID: 2000

16:45-17:00 The impact of recombination rate dynamics on signatures of indirect Madeline Chase
ID: 1176 and direct selection

17:00-17:15 The influence of genetic dosage on PRDM9-dependent evolutionary Alice Genestier
ID: 1267 dynamics of meiotic recombination

17:15-17:30 Reduced selective interference increases experimental adaptive rates Tom Parée

ID: 1851 in C. elegans
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16:00-17:30

16:00-16:15 Intensity of sexual conflict affects longevity in Drosophila Katrine Lund-Hansen
ID: 1491 melanogaster subjected to FLX evolution

16:15-16:30 Heritability and age-related changes in genetic variation of telomere Heung Ying Janet Chik
ID: 1773 length in a wild passerine

16:30-16:45 Investigating molecular signatures of ageing across two origins Andreia Teixeira

ID: 2084 of eusociality in bees

16:45-17:00 Longitudinal characterization of maternal-age effect on germline Hwei-yen Chen

ID: 2183 mutation rate in the leafcutter ant

17:00-17:15 Runs of homozygosity analyses on reduced genomic data allow correct Eléonore Lavanchy
ID: 2378 ranking of inbreeding estimates

17:15-17:30 Monitoring within-species genetic diversity of amphibians with eDNA Lucia Zanovello

ID: 2108 metabarcoding

16:00-17:30

16:00-16:15 The regulatory architecture and evolution of male avian reproductive Peter Price

ID: 1274 traits

16:15-16:30 Female remating frequencies influence male reproductive trait evolution Nalini Puniamoorthy
ID: 1850 in dung flies

16:30-16:45 High fraction of sperm in a globular springtail estimated from whole Kamil Jaron

ID: 1424 genome sequencing data

16:45-17:00 Role of premeiotic endoreplication in obligate parthenogenesis in geckos Marie Altmanovd
ID: 1978

17:00-17:15 Maternal investment as an adaptive trait in response to harsh Mohammadjavad
ID: 1314 environments in the Brassicaceae Haghighatnia
17:15-17:30 Male alternative reproductive tactics and sperm investment: Liam Dougherty
ID: 1111 a meta-analysis

16:00-17:30

16:00-16:30 Concealing 3D shape: Camouflage in Cepaea snails Karin Kjernsmo

ID: 2460

16:30-16:45 Estimates of selection and dispersal from a flower color hybrid zone Parvathy

ID: 1101 of snapdragons Surendranadh
16:45-17:00 Ecological consequences of colour polymorphism in spiders Fabian C. Salgado-Roa
ID: 1829

17:00-17:15 Phenomics of sexual conflict: how integrated are colour and shape Moritz Liirig

ID: 1648 in a female limited polymorphism?

17:30-18:00
Break

18:00-20:00

Congress Hall Foyer
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09:00-09:45

Congress Hall

09:45-10:00
Break

10:00-11:00

Panorama Hall

10:00-10:30 In Humboldt's footsteps: using gradients to make sense of ecosystem Kathrin Rousk
ID: 1245 functions

10:30-10:45 The potential for evolutionary rescue in an arctic seashore plant under Maria Héllfors
ID: 1759 climate change

10:45-11:00 Genetic changes over time and space reveal candidate SNPs for local Lauric Reynes
ID: 1589 adaptation in Laminaria digitata

10:00-11:00

10:00-10:15 The genetic basis of evolutionary divergence in oceanic island birds: Maria Recuerda
ID: 1697 a comparative-genomics approach

10:15-10:30 Loss of a muscle enzyme contributed to the evolution of adaptive Ekaterina Osipova
ID: 1744 metabolic traits in hummingbirds

10:30-10:45 MI biodiversity of Antarctic and Subantarctic Ecosystems (BASE): Juliana Vianna

ID: 1611 genomics and phylogeography
10:45-11:00 Flash talks
ID: 2483

10:00-11:00

South Hall 1B

10:00-10:30 Genome-wide analysis of fitness effects of TR mutations and their Melissa Gymrek
ID: 2466 relevance to human populations

10:30-10:45 Uncovering the diverse roles of short tandem repeat variation Max Verbiest
ID: 2419 in colorectal cancer

10:45-11:00 Ancient satellite DNA and rapid turnover across passerine birds Inés Borges

ID: 2257

10:00-11:00

10:00-10:30 Dispersal and diversification events to explain spatial biodiversity Leonel Alsina
ID: 2482 patterns

10:30-10:45 A new biogeographical model to reconstruct ancestral ranges: Thomas Merrien
ID: 2135 the spatially dependent walk model

10:45-11:00 Legacy of past geo-environmental dynamic on insular phylogeny Amandine

ID: 1580 Vidal-Hosteng



ES E 8 ’ Congress of the European Society for Evolutionary Biology

August 14-19, 2022 | Prague Congress Centre

10:00-11:00

10:00-10:05 Investigating the genetic architecture of complex traits in Soay sheep Caelinn James

ID: 1128

10:05-10:10 Investigating the genetic structure of taxa that form Species complex: Aleena Xavier

ID: 2067 a case study of H. spicatum

10:15-10:30 From variation in a colony to variation in populations: what SNPs tell Elora Lépez-Nandam
ID: 1305 us about coral biology

10:30-11:00 The challenge and promise of estimating de novo mutation rates Anne Yoder

ID: 1387 and fates in a non-model primate

10:00-11:00

10:00-10:15 Resurrection ecology for environmental health: a perspective Luisa Orsini

ID: 1235 on biomonitoring and bioremediation

10:15-10:30 Spatio-temporal genome dynamics of D. magna populations Anurag Chaturvedi
ID: 1987 in multifarious environments

10:30-10:45 Demographic and genomic consequences of a rapid adaptation event Méline Saubin

ID: 1246 in the poplar rust pathogen

10:45-11:00 Resurrecting plants for climate change research J.F. Niek Scheepens
ID: 1877

10:00-11:00

10:00-10:30 The role of ancient inversions in repeated dune adaptation and speciation Kate Ostevik
ID: 2368

10:30-10:45 Prevalence and influence of ancient hybridization in an african primate Axel Jensen
ID: 1517 radiation

10:45-11:00 Alternative associations between ecological and spatial components Laura Meyer
ID: 2259 of divergence in seahorses

10:00-11:00
South Hall 2B

10:00-10:30 Ecological and evolutionary drivers of range-wide variation in mating system Laura Galloway
ID: 2456

10:30-10:45 Timing and genomic consequences of intraspecific transitions Emiliano

ID: 1412 to homostyly in Primula vuigaris Mora-Carrera
10:45-11:00 Rescue through an increased selfing rate under pollen limitation: Kuangyi Xu
ID: 1141 plasticity vs. genetic evolution

11:00-11:30
Coffee break
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11:30-12:30

Panorama Hall

11:30-11:45 The drivers of fast evolution in genetically depauperate Lupinus species Diana Libeth Aparicio
ID: 1073 from the Andean sky-islands Vasquez
11:45-12:00 Genomic local adaptation of a generalist plant species to pollinator Léa Frachon

ID: 1195 communities, soil, and climate

12:00-12:15 Parallel adaptation to environmental gradients in Arabidopsis: role Filip Kolar

ID: 1232 of standing vs. de-novo variants

12:15-12:30 The effects of global urbanization on demographic processes in Trifolium Aude Caizergues

ID: 1959 repens

11:30-12:30

11:30-11:45 Genomes of coronavirus reservoir bats provide insights into immunity Ariadna Morales

ID: 1860 changes and viral tolerance

11:45-12:00 A phylogenetic genome-phenome map of complex traits in primates Alejandro Valenzuela
ID: 995

12:00-12:15 18 years of inbreeding in the wild Jan-Niklas Runge

ID: 2069

12:15-12:30 How does Metarhizium brunneum maintain diverse ecotypes is Carolina Nogueira
ID: 2153 as an insect pathogen and root symbiont?

11:30-12:30

South Hall 1B

11:30-12:00 Lousy and wormy tales: endless search for sympatric speciation via Jan Stefka

ID: 2469 host-parasite co-evolution

12:00-12:15 Drivers of highly specialized bird-haemosporidian associations in African Pavel Munclinger
ID: 2321 sky islands

12:15-12:30 How does the presence of a male killing parasite influence host dispersal Franziska Andrea
ID: 1708 strategy? Brenninger

11:30-12:30

11:30-12:00 Plastic versus genetic responses to climate change and urbanisation Anne Charmantier
ID: 1690 in birds

12:00-12:30 Can plasticity and evolution keep pace with climate change? Lessons Ryan Martin

ID: 2336 from urban heat islands

11:30-12:30

11:30-11:45 Dispersal and polyandry evolve as competing inbreeding avoidance Greta Bocedi

ID: 1440 strategies

11:45-12:00 Evolution of female multiple mating in spatially-structured populations Lana Dunan

ID: 1465

12:00-12:15 DNA repair during non-reductional meiosis in the asexual rotifer Karine Van Doninck
ID: 2396 Adineta vaga

12:15-12:30 The origins of reproductive isolation in diverging zooplakter populations Ivana Jezkova

ID: 1261
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11:30-12:45

11:30-11:45 “In to the tropics”, coping with warm climates gave rise to the near global Lucie Novdkovd
ID: 2055 expansion of shrews

11:45-12:00 The drivers of global plant diversity Melanie Tietje

ID: 1438

12:00-12:15 Diversity dynamics in birds of New World Antonin Machac
ID: 2265

12:15-12:30 Evaluating parameter impact on temporal calibration of Macroscelidea Justus Hagemann
ID: 1930 phylogenies

12:30-12:45 Do the species with large geographic range diversify faster? Jan Smycka

ID: 1557

11:30-12:45

11:30-12:00 Chromosomal rearrangements and neo-sex chromosomes evolution Octavio Manuel

ID: 1208 in grasshoppers Palacios Gimenez
12:00-12:15 Evolutionary implications of 3D chromatin remodeling in the germ line Lucia Alvarez-Gonzdlez
ID: 1427

12:15-12:30 Chromosomal rearrangement drives genomic disequilibrium in falcons Justin Wilcox

ID: 1565

12:30-12:45 Introgression of a large rearrangement associated with dimorphic social Yannick Wurm

ID: 2284 organization in fire ants

11:30-12:30

11:30-11:45 The reshuffling of pigmentation genes leads to rapid phenotypic evolution Leonardo Campagna
ID: 1592 in a finch radiation

11:45-12:00 Shedding light on the early stages of a combinatorial event using Markus Moest

ID: 1689 whole-genomes from resting eggs

12:00-12:15 Hybrid speciation and population extinction Alexandre Blanckaert
ID: 1479

12:15-12:30 Predictable sorting of genetic variants in hybrid genomes driven Jonna Kulmuni

ID: 1849 by selection

12:30-14:00
Lunch break

12:45-13:45

Terrace 2B
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14:00-15:30

14:00-14:15 Global urban envionmental change drives adaptation in white clover James Santangelo
ID: 1218

14:15-14:30 Evolutionary adaptive potential enlighten by genome-environment Andrés Cortés
ID: 1620 associations

14:30-14:45 Genetic basis of adaptation across aridity gradients in a new Arabidopsis Ahmed Elfarargi
ID: 2212 thaliana diversity panel

14:45-15:00 Local adaptation and environmental effects on the parasitic Frida Ben-Ami
ID: 1478 bacterium Pasteuria ramosa

15:00-15:15 Genome-wide association mapping for growth rate at fluctuating Emmi Résénen
ID: 1562 and extreme temperatures

15:15-15:30 Detecting parallel adaptation in clonal lineages of a plant pathogenic Sergio M. Latorre

ID: 2452 fungus

14:00-15:30

14:00-14:30 Evolution on the very fast lane: bacterial genomes as the playgrounds Eduardo P.C. Rocha
ID: 2467 of mobile elements

14:30-14:45 The silent impact: codon usage bias and protein evolution in bacteria Ana Filipa Moutinho
ID: 2386

14:45-15:00 Host control and the evolution of cooperation in host microbiomes Connor Sharp

ID: 1282

15:00-15:15 The evolution of spectrum in antibiotics and bacteriocins Jacob Palmer

ID: 1288

15:15-15:30 Strong purifying selection in haploid tissue-specific genes of Scots pine Sandra Cervantes

ID: 1426 supports masking theory

14:00-15:30

14:00-14:30 Antagonistic coevolution across scales: Does the now explain the past? Dieter Ebert
ID: 1042

14:30-14:45 Diverse coevolution paths towards coexistence of host-virus symbionts Ana del Arco
ID: 1138 under antiviral stress

14:45-15:00 Experimental coevolution and host dependency in a defensive symbiosis Georgia Drew
ID: 1162 community

15:00-15:15 The brain-gut axis of honey bees: Testing how microbiota affect individual Anna M Chernyshova
ID: 2401 and collective behavior

15:15-15:30 Evolution of endosymbiotic Wolbachia bacteria across different hosts Matthias Scholz

ID: 2172



14:00-15:30
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14:00-14:30
ID: 2269
14:30-14:45
ID: 1185
14:45-15:00
ID: 1649
15:00-15:15
ID: 1325
15:15-15:30
ID: 2156

Can species trait-based models of contemporary range shifts be rescued?
Range shifts of birds and moths, but not butterflies, are driven by width
the of their thermal niche

The role of traits in biogeographic long-distance dispersal

Historical biogeography of personality traits in an amphibian

Better models for understanding patterns of range size across latitude

14:00-15:30

Sarah Diamond
Maria Hdllfors
Sarah Weil
Claudio Carere

James Saulsbury

Terrace 2A

14:00-14:30
ID: 1374

14:30-14:45
ID: 1136
14:45-15:00
ID: 1273
15:00-15:15
ID: 1464
15:15-15:30
ID: 2354

Patterns of 3D chromatin folding and their impact on evolutionary
genome reshuffling

Genome evolution in crucifers: the role of chromosomal
rearrangements (?)

The evolutionary history and adaptive role of chromosomal inversions
in Atlantic herring

Programmed chromosome breakage delineated by precise scission sites
are rearrangement hotspots

A sex chromosome inversion impacts gene expression in testes and liver
in the zebra finch

14:00-15:30

Aurora Ruiz-Herrera

Martin Lysak
Mafalda Sousa Ferreira
Pablo Manuel

Gonzalez de la Rosa
Erica Helen Leder

Terrace 2B

14:00-14:15
ID: 1499
14:15-14:30
ID: 1198
14:30-14:45
ID: 1448
14:45-15:00
ID: 1467
15:00-15:15
ID: 1105
15:15-15:30
ID: 1436

The risk of extinction with nonlinear environmental change: models

with evolution and plasticity

Experimental evolution of environmental tolerance and plasticity under
variable predictability

Thermal stress, plasticity and selection for head temperature regulation
in the World's largest bird

Variation in phenotypic plasticity in Glanville fritillary butterfly larvae
from a latitudinal cline

Rapid and transient evolution of local adaptation to seasonal host fruits in
an invasive fly

Developmental plasticity and the potential of host shift in the seed beetle

Philip Greenspoon
Marie Rescan

Erik Svensson
Nadja Verspagen
Laure Olazcuaga

Uros Savkovic



14:00-15:30

14:00-14:30
ID: 2318

14:30-14:45
ID: 1603
14:45-15:00
ID: 1033
15:00-15:15
ID: 2179
15:15-15:30
ID: 1891

| get by with a little help from my friends: hybrid origins of a rare pupfish
radiation

Rapid radiation characterised by prevalent hybridization

in the Neotropical genus Tillandsia

Signatures of introgression implicate a regucalcin in the evolution
of mate preference behaviours

Ancient and ongoing hybridisation in the adaptive radiation

of silversides in the Malili lakes

All roads lead to Rome: Complex histories of diversification

and hybridization in wheatears

14:00-15:30

Congress of the European Society for Evolutionary Biology
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Emilie Richards

Gil Yardeni
Matteo Rossi
Els De Keyzer

Reto Burri

South Hall 2B

14:00-14:30
ID: 2457

14:30-14:45
ID: 2132
14:45-15:00
ID: 1082
15:00-15:15
ID: 1702
15:15-15:30
ID: 1586

An introduction to the evolution and consequences of self-fertilisation,
and the role of ecological and demographic processes

Ecological drivers and genomic consequences of repeated evolution
of inbreeding mating systems
The evolution of recombination in self-fertilizing organisms

Pollinators of the sea: a discovery of animal mediated fertilization
in seaweed

Contagious asexuality reveals selection acting during evolutionary
transitions to parthenogenesis

15:30-16:00

Coffee break

16:00-17:30

Diala Abu Awad

Trine Bilde
Roman Stetsenko
Emma Lavaut

Christoph Haag

Panorama Hall

16:00-16:15
ID: 1341
16:15-16:30
ID: 1624
16:30-16:45
ID: 2003
16:45-17:00
ID: 2370
17:00-17:15
ID: 2043
17:15-17:30
ID: 1956

Local genetic adaptation in chimpanzees along a habitat gradient

Feather growth and quality across passerines is explained by breeding
rather than moulting latitude
Standing variation and adaptation of a small mammal to climate change

Improved habitat quality benefits mothers but has a fitness cost for Soay
sheep offspring

Latitudinal but not elevational variation in blood glucose is linked to life
history in passerines

Herbivores adapt to metal-accumulating plants but lose their non-linear
response at low metal doses

Harrison Ostridge
KrysStof Hordk
Marco Escalante
Vivienne Litzke
Oldrich Tomdsek

Diogo Prino Godinho
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16:00-17:30

16:00-16:30 Testing kin-selection theory with large-scale genomic approaches Jacobus J. (Koos)

ID: 2413 Boomsma
16:30-16:45 Major changes in domain arrangements are associated Alina Mikhailova

ID: 2148 with the evolution of termite castes

16:45-17:00 The evolutionary significance of horizontal gene transfer in ants Janina Rinke

ID: 1242

17:00-17:15 The genomics of Heliconiini shows strong selective pressures Francesco Cicconardi
ID: 1199 prior Heliconius’ adaptive radiation

17:15-17:30 Flash talks

ID: 2485

16:00-17:30

South Hall 1B

16:00-16:30 Microbial determinants of folivory in beetles Hassan Salem
ID: 2430

16:30-16:45 Dual nutritional symbionts in aphids: co-speciation and parallel evolution Jeff Rouil

ID: 1561 in symbiont genomes

16:45-17:00 Symbiont replacements are the rule rather than the exception in scale Jinyeong Choi

ID: 2016 insects

17:00-17:15 Context-dependent resource allocation in the mutualism between figs and  Manasa Kulkarni
ID: 1920 their pollinator fig wasps

17:15-17:30 Multiple keys to one lock: the role of molecular exaptation in novel Joseph Kelly

ID: 1577 intracellular endosymbiosis

16:00-17:30

16:00-16:30 Adaptive evolution reduces population-level resilience to climate change Michael C Singer
ID: 2458 and generates geographic mosaics of climatic stress far from species’

range limits
16:30-16:45 The case for prioritizing ecology/behavior over genomics/taxonomy Camille Parmesan
ID: 1721 in conservation assessments
16:45-17:00 A global database of genetic diversity (GenDivRange) and a test Katalin Csilléry
ID: 1952 of the central-marginal hypothesis
17:00-17:15 Demography, selection and polyploidization shape geographic mosaics Homa Papoli Yazdi
ID: 1934 of plant-pollinator coevolution
17:15-17:30 Climate-mediated demographic changes and range shifts Laurence Després

ID: 1211 in a cold-adapted butterfly



16:00-17:30

16:00-16:15
ID: 1039
16:15-16:30
ID: 1175
16:30-16:45
ID: 1742
16:45-17:00
ID: 1808
17:00-17:15
ID: 1885
17:15-17:30
ID: 2077

Detecting inversions across the species range of Littorina saxatilis using
whole genome data
Genetic architecture and evolution of the distyly supergene in Linum

Tracing genome evolution: from ancestral karyotypes to current genomes
in three mammalian clades
The effect of chromosomal inversions on gene expression

Weak purifying selection and recombination shape the evolution
of the fire ant Social supergene

Investigating the role of structural variants in rapid diversification
of Lake Malawi cichlids

16:00-17:30

Terrace 2B

16:00-16:15
ID: 1300
16:15-16:30
ID: 1994
16:30-16:45
ID: 2343
16:45-17:00
ID: 1012
17:00-17:15
ID: 1164
17:15-17:30
ID: 1935

Environmental response in gene expression and DNA methylation reveals
factors influencing adaptation

Temperature-induced recombination rate plasticity in diploid populations
of Arabidopsis arenosa

Rapid evolution in salmon life history induced by direct and indirect
human-induced effects

Urban evolution of seasonal plasticity of life history and color

in Lepidoptera

Hierarchical plasticity, and selection on plasticity, shape the dynamics

of seasonal movement

Spatial, environmental and genetic contributions to timing of breeding

in wild great tits

16:00-17:30

Congress of the European Society for Evolutionary Biology
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James Reeve

Tanja Slotte
Cristina Arias-Sardd
Paris Veltsos
Quentin Helleu

Jaysmita Saha

Tuomas Hamadld
Marinela Dukic
Craig Primmer
Matthew Nielsen
Paul Acker

Carys Jones

16:00-16:15
ID: 1802
16:15-16:30
ID: 1425
16:30-16:45
ID: 1026
16:45-17:00
ID: 1113
17:00-17:15
ID: 1038
17:15-17:30
ID: 2169

Evolution of assortative mating following experimental color introgression
in Drosophila
The role of ancestral hybridization in clownfish adaptive radiation

Rate variation produces false signals of introgression

A role for regulation of gene expression in hybridization derived novelty?
Exploring hybridization in Flaveria (Asteraceae), the prime model

of C, photosynthesis evolution

Does hybridization facilitate explosive speciation of Lake Baikal
amphipods?

Amir Yassin

Sarah Schmid

Thore Koppetsch
Anna Runemark

Diego Morales-Briones

Valentina Burskaia
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16:00-17:30

16:00-16:15 Self-compatibility for reproductive assurance not population level Bart Nieuwenhuis
ID: 2160 compatibility

16:15-16:30 Ancient mating alleles maintained by balancing selection Inger Skrede

ID: 1844 in basidiomycete fungi

16:30-16:45 Pollinator abundance effects on sexual selection in plants Estelle Barbot

ID: 1799

16:45-17:00 Shifts to selfing during range expansion cannot overcome Leo Zeitler

ID: 1443 the accumulation of genetic load

17:00-17:15 Using runs of homozygosity to distinguish mating system from inbreeding Kimberly Gilbert
ID: 1686 and demographic history

17:15-17:30 The selection and genomic architecture of hermaphroditism and dioecy John Pannell

ID: 1504 under experimental evolution

18:30-20:00
Important: the networking takes place OUTSIDE the Congress venue!

Meeting of national evolution societies - 18:30, Faculty of Science, Charles University, Vini¢na 7
Netherlands Evolutionary Biology Get-Together - 18:30-20:00, pub ‘U Sumavy’, 5t&panska 3



’ Congress of the European Society for Evolutionary Biology

August 14-19, 2022 | Prague Congress Centre

09:00-09:45

Congress Hall

09:45-10:00

Break

10:00-11:30

Panorama Hall

10:00-10:15
ID: 997
10:15-10:30
ID: 1086
10:30-10:45
ID: 1681
10:45-11:00
ID: 1716
11:00-11:15
ID: 2317
11:15-11:30
ID: 1066

The origin of meiosis from eukaryogenesis

Adaptive evolution under rewired genetic codes

Population genetics of small isolated populations

Through the lens of experimental evolution: a genome-wide view
of the mutation process in C. elegans

Pervasive selection biases inferences of the species tree

Integrating phylogenetic estimation with complex evolutionary models
in phylogenetic inference

10:00-11:30

Marco Colnaghi
Hana Rozhofiovd
Anubhab Khan
Vaishali Katju
Carolin Kosiol

Joélle Barido-Sottani

10:00-10:30
ID: 1497

10:30-10:45
ID: 2182
10:45-11:00
ID: 1560
11:00-11:15
ID: 1867
11:15-11:30
ID: 1771

Genome-wide signatures of synergistic epistasis during parallel
adaptation in an invading copepod

The genomics of invasiveness: lessons from the ant Cardiocondyla
obscurior

Genetic signatures of a range expansion in natura: how clones play
leapfrog?

Selection and hybridization interact to shape the outcome of Helicoverpa
invasion in Brazil

How does sex influence range expansions with evolution of dispersal?

A quantitative analysis

10:00-11:30

Carol Eunmi Lee

Mohammed Errbii
Fabien Halkett
Henry North

Léonard Dekens

South Hall 1B

10:00-10:30
ID: 2463

10:30-10:45
ID: 1460
10:45-11:00
ID: 1237
11:00-11:15
ID: 1229
11:15-11:30
ID: 1993

Genetic conflicts between sex chromosomes drive expansion and loss
of sperm nuclear basic protein genes in Drosophila

Mitochondrial variant specifically impairs male fertility in seed

beetle Acanthoscelides obtectus

The evolution and genetic mechanism of sex-ratio meiotic drive

in Drosophila affinis

Virus-like transposons cross the species barrier driving the evolution

of genetic incompatibilities

The fate of a suppressed X-linked meiotic driver: experimental evolution
in Drosophila simulans

Ching-Ho Chang

Mirko Dordevic
Wen-Juan Ma
Israel Campo Bes

Héloise Bastide
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10:00-11:30

10:00-10:30 Sexual conflict over gene expression? Insights from stick insects Tanja Schwander
ID: 2481 with different reproductive modes

10:30-10:45 Sex-biased gene expression: cause versus consequence of sexual lulia Darolti

ID: 1739 dimorphism

10:45-11:00 Sex or sex role - unravelling the evolutionary route of sex-specific Freya Pappert
ID: 1642 senescence

11:00-11:15 Gene expression responses to selection for increased and reduced sexual R Axel W Wiberg
ID: 1509 dimorphism

11:15-11:30 On the genetic basis of sex differences in gene expression: sex-bias eQTLS Gemma Puixeu
ID: 1134

10:00-11:30

10:00-10:30 Predator selection on phenotypic variability of cryptic and aposematic Johanna Mappes

ID: 2461 moths

10:30-10:45 Selection on individual warning signal elements in the aposematic moth Liisa Hdmdldinen
ID: 2026

10:45-11:00 Do predators maintain polymorphism in an invasive moth? Riccardo Poloni

ID: 2287

11:00-11:15 Parallel, repeated co-option of a sexual ornament for a defensive signal Bhavya Dharmaraaj
ID: 972 in mimetic evolution

11:15-11:30 Predator responses to real and hypothetical 3D printed phenotypes within Christopher Taylor
ID: 1781 a Batesian mimicry complex

10:00-11:30

10:00-10:15 Rapid evolution of flower color Mar Sobral

ID: 1193

10:15-10:30 Color adaptation during the repeated domestication of grain amaranth Markus Stetter
ID: 2249

10:30-10:45 Predicting the rate and direction of bird colour evolution under natural Chris Cooney
ID: 1472 and social selection

10:45-11:00 Mapping the heritability of highly variable guppy color with deep learning Wouter van der Bijl
ID: 1616

11:00-11:15 Natural selection, not sexual selection, likely maintains a regionally Kalle Tunstrom
ID: 2046 isolated sexual dimorphism
11:15-11:30 Characterization of the transcriptome of the color-polymorphic Paula Torres

ID: 1609 sipder Gasteracantha cancriformis



10:00-11:30

Congress of the European Society for Evolutionary Biology
August 14-19, 2022 | Prague Congress Centre

10:00-10:30
ID: 2462

10:30-10:45
ID: 1004
10:45-11:00
ID: 1022
11:00-11:15
ID: 1221
11:15-11:30
ID: 1332

The effects of the high energy needs of neural tissue on brain size
variation in vertebrates

Social and ecological factors predict variation in brain size across birds

Learning from lizards: Lacertidae as a model system in comparative
cognition?

Enhanced memory in Heliconius butterflies linked with increased
mushroom body size and plasticity

The evolution of brain neuron numbers in amniotes

10:00-11:30

Carel van Schaik

Jasmine Hardie
Lisa Van Linden
Fletcher Young

Kristina Kverkovad

South Hall 2B

10:00-10:15
ID: 1477

10:15-10:30
ID: 2045
10:30-10:45
ID: 2384
10:45-11:00
ID: 1574
11:00-11:15
ID: 1393
11:15-11:30
ID: 1733

Quantifying reproductive isolation between wild and domestic lineages
using ancient genomics

Ancient dogs and modern tricks: Tracing patterns of selection and trait
evolution in ancient dogs
Genomes of ancient iberian dogs - a story with at least 7,600 years

The complex genomics of Neolithic domestic pigs and European wild boar
in Northwest Europe

Paleogenomics reveals the most ancient breeding of equid hybrids

in human history

Sunflower domestication in space and time

11:30-12:00

Coffee break

12:00-13:00

Laurent Frantz

Katia Bougiouri
Silvia Guimaraes
Jolijn Erven
Thierry Grange

Benjamin Blackman

Panorama Hall

12:00-12:15
ID: 1788
12:15-12:30
ID: 1811
12:30-12:45
ID: 1840
12:45-13:00
ID: 1923

The evolutionary impacts of synonymous mutations

Testing Wright's intermediate population size hypothesis - when genetic
drift is a good thing

Reproductive barriers and genomic hotspots of adaptation during
allopatric species divergence

Topological comparison of coalescent tree inference tools.

12:00-13:00

Deepa Agashe
Mitch Cruzan
Riddhi Deshmukh

Ferdinand Petit

12:00-12:15
ID: 1375
12:15-12:30
ID: 1228
12:30-13:00
ID: 1597

There and back again: Experimental epidemic waves and eco-evolutionary

feedbacks

Complex introduction patterns and population structure of invasive
cerambycids in Europe

Perspectives on the interplay of ecological and evolutionary processes
in species invasions

Giacomo Zilio
Iris Haussermann

Katrina Dlugosch
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12:00-13:00

12:00-12:15 Developmental architecture of sexual dimorphism and its evolution: Patrick Rohner
ID: 2455 insights through the study of horned dung beetles

12:15-12:30 What great big (and sex-specific) eyes you have: the turbanate eyes Isabel Aimudi
ID: 1634 of mayflies

12:30-12:45 Evolutionary sex-biased gene expression in Lake Tanganyika cichlid fishes Nicolas Lichilin
ID: 2072

12:45-13:00 Evolution of sex chromosomes and mechanisms of dosage compensation Michail Rovatsos
ID: 2258 in squamate reptiles

12:00-13:00

12:00-12:15 The effect of predator population dynamics on Batesian mimicry David Kikuchi

ID: 2094 complexes

12:15-12:30 Sensory drive as a framework for understanding the effectiveness Olivier Penacchio
ID: 1031 of warning signals

12:30-13:00 Adaptive search and habituation to stimuli: a Bayesian approach Tom Sherratt

ID: 1796

12:00-13:00

12:00-12:15 Eco-evo-devo of seasonal plasticity in insect color patterns Patricia Beldade

ID: 1984

12:15-12:30 Modular regulation and convergent evolution of ASIP underpins color Dave Lutgen

ID: 1908 variation in wheatears

12:30-12:45 Diversity of carotenoid-based body color in cichlid fish: molecular basis Kristina Sefc

ID: 1833 and evolutionary history

12:45-13:00 Fine-mapping of color pattern variation and its genomic bases in a rapid Floriane Coulmance
ID: 1446 radiation

12:00-13:00

12:00-12:15 What cognitive abilities might differentiate endotherm and ectotherm Redouan Bshary
ID: 1476 vertebrates?

12:15-12:30 Brain size evolution is shaped by life history in lizards Donald Miles

ID: 2001

12:30-12:45 To choose or not to choose? Personality & cognition as drivers Danita Daniel

ID: 2308 of decision-making in wild zebrafish

12:45-13:00 Cognition in the wild: Ecology dictates the value of memory for foraging Cecylia Watrobska

ID: 1391 bees
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12:00-13:15
South Hall 1B

12:00-12:15 Genomic signatures of ancient asexuality in the oribatid mite Platynothrus Hiisna Oztoprak
ID: 2113 peltifer

12:15-12:30 Deciphering autopseudogamy of Mesorhabditis nematodes with combined  Caroline Blanc
ID: 1661 cytology and genomics

12:30-12:45 Constraints and preconditions of clonality and sterility in obtained F1 Anatolie Marta
ID: 2052 hybrid loaches (Cobitis)

12:45-13:00 Meiotic driver homologs in asexual fusarium species Linnea Sandell
ID: 1676

13:00-13:15 Disentangling Verbal Arguments: Intralocus Sexual Conflict Kora Klein

ID: 1651 in Haplodiploids

12:00-13:00

12:00-12:15 Addressing the history of a local cattle breed Karel Novdk

ID: 2351

12:15-12:30 Reconstructing the genetic history of the extinct aurochs: structure, Conor Rossi

ID: 1819 demography and genomic legacy

12:30-12:45 Population genetics of ancient Iberian sheep: insights on early European Pedro Morell Miranda
ID: 1632 sheep populations

12:45-13:00 An archaeogenetic perspective into sheep demographic history by Fiisun Ozer

ID: 2192 analysing Anatolian Neolithic sheep

13:00-13:15

Lunch, followed by free afternoon
13:15-14:15

Terrace 2B

15:00-16:30

Important: The satellite symposium takes place OUTSIDE the Congress venue!
15:00-16:30, Faculty of Science, Charles University, Vinicna 7
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09:00-09:45

Congress Hall

09:45-10:00
Break

10:00-11:00

Panorama Hall

10:00-10:30 Patterns and effects of gene flow on adaptation across spatial scales: Jason Sexton

ID: 2459 implications for management and models

10:30-10:45 Eco-evolutionary dynamics under spatio-seasonal environmental change: Jane Reid

ID: 1157 from theory to nature

10:45-11:00 Rapid seasonal thermal adaptation in Chironomus riparius Quentin Foucault
ID: 2006

10:00-11:00

10:00-10:30 The evolution of powerful yet perilous immune systems Andrea L. Graham
ID: 1854

10:30-10:45 Expression of the gut parasite, Crithidia bombi, reveals networks Hawra Al-Ghafli
ID: 1062 of infection-relevant genes.

10:45-11:00 Tapeworm parasite secreting proteins with antioxidant properties Susanne Foitzik
ID: 1081 significantly extends host lifespan

10:00-11:00
South Hall 1B

10:00-10:15 The transcriptional architecture of sexual dimorphism Alison Wright

ID: 1361

10:15-10:30 Molecular mechanisms of adaptation to freshwater in threespine Carlos

ID: 1159 stickleback Rodriguez-Ramirez
10:30-10:45 RNA binding proteins in parental genetic conflict: how MBNL3 was Manuel Irimia

ID: 1657 co-opted to restrict placental growth in eutherians

10:45-11:00 Intron-mediated induction of phenotypic heterogeneity Adriana Espinosa
ID: 1345 Cantu

10:00-11:00

10:00-10:30 Multiple evolutionary strata on mating-type chromosomes despite Tatiana Giraud
ID: 976 the lack of sexual antagonism

10:30-10:45 A deleterious mutation-sheltering model for the evolution of sex Paul Jay

ID: 1027 chromosomes and supergenes

10:45-11:00 Epigenetic conflict on a degenerating Y chromosome increases mutational Kevin Wei

ID: 2422 burden in Drosophila males
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10:00-11:00
Terrace 2A

10:00-10:30 New genomics perspectives on polyploidy Barbara K. Mable
ID: 2465

10:30-11:00 Reconciling differences in polyploidy and diversity across the vascular plants Michael Barker
ID: 2383

10:00-11:00

10:00-10:30 Hybrid B chromosome evolution via horizontal gene transfer Anna Volenikovd
ID: 2327 from bacterial symbiont to insect host

10:30-10:45 A Kkiller in hiding: selfish drive by social supergene in silver ants Michel Chapuisat
ID: 1335

10:45-11:00 Paternal genome elimination promotes altruism in viscous populations Thomas Hitchcock
ID: 991

10:00-11:00

10:00-10:30 Genetic basis and physiological role of increased sensory pooling Thomas Auer
ID: 1482 in an ecological specialist

10:30-10:45 The genetic basis of spatial cognitive variation in a food-caching bird Scott Taylor
ID: 1009

10:45-11:00 Molecular and epigenetic mechanisms underlying individual differences in Krista van den Heuvel
ID: 2106 cognitive flexibility

10:00-11:00

South Hall 2B
10:00-10:30 Limits to plasmid-driven adaptation of bacterial populations Hildegard Uecker
ID: 2274

10:30-10:45 A theory of multi-site evolutionary rescue/resistance applied to gene drive  Bhavin Khatri

ID: 2315 suppresion systems

10:45-11:00 Snake time machine: investigating constraints on evolution through Shabnam Mohammadi
ID: 1621 ancestral protein resurrection

11:00-11:30
Coffee break

11:30-12:30

Panorama Hall

11:30-11:45 Experimental local plant adaptation to soil is reinforced by herbivory Florian P. Schiest/

ID: 1319

11:45-12:00 Rapid evolution in populations of a long-lived dominant grass species Zuzana Miinzbergovd
ID: 1967

12:00-12:15 Adaptation to cadmium shapes coexistence patterns in herbivore species Inés Fragata

ID: 2155

12:15-12:30 The demographic consequences of adaptation: Evidence Karen Bisschop

ID: 1275 from experimental evolution
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11:30-12:30

11:30-11:45 Genomic associations with spatially variable pathogen pressures across Eleanor Sheppard
ID: 2346 island bird populations

11:45-12:00 How do sick fish sleep? - Sleep of three-spined stickleback Marc Bauhus

ID: 1406 upon Schistocephalus solidus infection

12:00-12:15 Resistance variation and life-history trait correlations of Peronospora Hanna Susi

ID: 1763 sparsa on three Rubus hosts

12:15-12:30 Deciphering the evolution of the antiviral system via studying the role Ton Sharoni

ID: 1754 of MAVS homolog in Cnidaria

11:30-12:30

11:30-11:45 Jumping over the genomic cliff: demographic history and adaptations Isabelle Feinauer

ID: 1921 in the Norwegian lemming

11:45-12:00 Testing hypotheses of coevolutionary key innovations with CRISPR, Hanna Dort

ID: 1433 caterpillars, and cabbages

12:00-12:15 Predicting the phenotype from the genotype? - The case Ulla Léchele

ID: 2093 of the vomeronasal organ of semiaquatic mammals

12:15-12:30 DNA methylation patterns in the placenta of viviparous fish Yolitzi Saldivar Lemus
ID: 2236

11:30-12:30

11:30-11:45 Y recombination arrest and degeneration in the absence of sexual Denis Roze

ID: 982 dimorphism

11:45-12:00 Evolution of sex chromosomes in Leucadendron, the world’s most sexually  Mathias Scharmann
ID: 2275 dimorphic flowering plants

12:00-12:15 Y chromosome facilitates sexual size dimorphism in the seed beetle Philipp Kaufmann
ID: 1548

12:15-12:30 Experimental evolution of a de novo sex chromosome system Jessica Abbott

ID: 1074

11:30-12:30

11:30-11:45 Sex differences in parental responses to offspring begging Shana Caro

ID: 1014

11:45-12:00 Sex-dependent effects of parental age on offspring fitness Hannah Dugdale
ID: 1696 in a cooperatively breeding bird

12:00-12:15 Cultural evolution in the wild: tracking the landscape of diversity in bird Nilo Merino Recalde
ID: 1945 song

12:15-12:30 Using machine learning to understand optimal camouflage in Cepaea Sandra Winters

ID: 2400 snails
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11:30-12:30

Terrace 2B

11:30-11:45 Occasional paternal inheritance of the germline-restricted chromosome in Yifan Pei

ID: 987 songbirds

11:45-12:00 Gametophytic selection and selective embryo abortion in Mimulus guttatus  Karla de Lima Berg
ID: 2019

12:00-12:15 Expression and evolution of germline restricted chromosomes in fungus Christina Hodson

ID: 1738 gnats

12:15-12:30 The complex story of an old germline-restricted chromosome Francisco | Ruiz-Ruano
ID: 1401

11:30-12:30

11:30-11:45 How collective behavior evolves? Mechanistic insights from artificial Alberto Corral-Lopez
ID: 1605 selection in guppies

11:45-12:00 Untapping the genetics of vertebrate dispersal combining RNAseq, Luis M. San-jose

ID: 1428 RADseq and quantitative genetics

12:00-12:15 Patterns of gene expression in a migratory divide between songbirds Kira Delmore

ID: 1501

12:15-12:30 Genetic and neuronal mechanisms of circadian plasticity loss in the Michael Shahandeh
ID: 1075 equatorial Drosophila sechellia

11:30-12:30

11:30-11:45 Experimental co-evolution reveals demography and selection interact Guénolé Le Pennec
ID: 1524 in shaping genetic diversity

11:45-12:00 Bottlenecks can constrain evolutionary paths Jasmine Gamblin

ID: 1907

12:00-12:15 Evolutionary rescue in a fluctuating environment Loic Marrec

ID: 1358

12:15-12:30 Evolutionary trade-offs between heat and cold tolerance limit responses Mads Fristrup Schou
ID: 981 to fluctuating climates

12:30-14:00

Lunch break

12:45-13:45
Terrace 2A



14:00-15:30
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Panorama Hall

14:00-14:15
ID: 1534
14:15-14:30
ID: 1225
14:30-14:45
ID: 1489
14:45-15:00
ID: 1650
15:00-15:15
ID: 1529
15:15-15:30
ID: 2048

Adaptive development in variable environments

The evolution of size-dependent competitive interactions and resource
use promotes coexistence

Planting long-lived trees in a warming climate: investigating a trade-off
in the optimal provenance

Spatio-temporal dynamics of a major rice virus, highly diverse at local
scale in Burkina Faso

Niche shifts promoting the native range expansion, but not yet invasion,
of an annual plant

Evolution of plasticity prevents post-invasion extinction of a native forb

14:00-15:30

Tom Van Dooren
Jaime M Anaya-Rojas
Adeéle Erlichman
Estelle Billard

Nicky Lustenhouwer

Petr Dostal

14:00-14:30
ID: 2073
14:30-14:45
ID: 1981
14:45-15:00
ID: 1539
15:00-15:15
ID: 1619
15:15-15:30
ID: 2177

Selecting for tolerance: Examing the consequences for host and pathogen

Coordinated gene expression of hosts and parasites across resistant
and tolerant populations
Transgenerational evolution of immunity in an invertebrate-yeast system

Amputations and antimicrobial wound care of infected wounds in ant
societies

CRISPR, herd immunity and transduction allow bacteria to speed up
adaptation by recombination

14:00-15:30

Sophie Armitage
Amanda Hund

Sofia Paraskevopoulou
Erik Frank

Pavel Payne

South Hall 1B

14:00-14:30
ID: 1578

14:30-14:45
ID: 1486
14:45-15:00
ID: 1206
15:00-15:15
ID: 1418
15:15-15:30
ID: 2273

Beauty sleep the marmot way: senescence, hibernation and epigenetic
age in yellow-bellied marmots

Reduced insulin signalling in adulthood protects soma and germline under
mutation accumulation
The bright side of aging, as told by E. coli

DNA methylation as biomarker of biological age in non-model species

Transposable elements mark tissue specific aging in termite workers

Julien Martin

Elizabeth Duxbury
Audrey M. Proenca
Marianthi Tangili

Daniel Elsner
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14:00-15:30

14:00-14:30 Diverse sex chromosomes in Caribbean leaf-litter geckos (Sphaerodactylus) Tony Gamble
ID: 2225

14:30-14:45 Comparative genomics and gene editing evidence rapid evolution of sex Ben Evans

ID: 1662 determination in frogs

14:45-15:00 The chromosome-scale genome of the European green toad reveals Matthias Stoeck
ID: 2053 a sex-determination candidate region.

15:00-15:15 A novel sex determination gene on a polymorphic XY sex chromosome Zuyao Liu

ID: 1061 system in fourspine stickleback

15:15-15:30 Turnover of sex chromosomes and male pregnancy related genes Qi Zhou

ID: 1618 in seahorse species

14:00-15:30
Terrace 2A

14:00-14:15 New insights into Madagascar biogeography through a Hyb-Seq phylogeny Carme Blanco-Gavalda
ID: 1263 of Helichrysum (Compositae)

14:15-14:30 Population genomics reconstruct complex histories of colonization across Stéphanie Sherpa

ID: 1196 archipelagos by lizards

14:30-14:45 Pleistocene glaciations facilitate genetic divergence and evolution Gul Jabin

ID: 1174 of Himalayan Ibex in India.

14:45-15:00 Using phylogenetic and geographic information to predict Elvira

ID: 1806 future Agrilus host ranges Hernandez-Gutierrez
15:00-15:15 Evaluating the past, present and future effects of climate change Joan Ferrer Obiol

ID: 1790 on a steppe-specialist raptor

15:15-15:30 Bucking the trend of pollinator decline? The genomic signatures Mairi Knight

ID: 2267 of a bumblebee range expansion.

14:00-15:30

14:00-14:30 Adaptation across environmental gradients in Heliconius butterflies Nicola Nadeau
ID: 1285

14:30-14:45 Detecting frequency-dependent selection using a genetic marker Yasuhiro Sato
ID: 1058 regression of fitness components

14:45-15:00 Investigating local adaptation at multiple spatial scales: a case study Annie Guillaume
ID: 1408 of Arabis alpina in the Alps

15:00-15:15 Why do structural variants matter in evolutionary genomics? General Claire Mérot

ID: 1085 framework & two empirical cases

15:15-15:30 Detection and application of adaptive loci for conservation and Antti Miettinen

ID: 2324 management of Atlantic salmon
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14:00-15:30

14:00-14:15 Selection, drift, and constraint and the evolution of mating behaviors Nicholai Hensley

ID: 1142 in bioluminescent ostracods

14:15-14:30 Visual specialisation and explosive expansion of the mushroom bodies Stephen Montgomery
ID: 1357 in Heliconius butterflies

14:30-14:45 Social plasticity in signals and preferences enhances signal-preference co- Camille Desjonqueéres
ID: 1543 divergence

14:45-15:00 Mate choice in the brain: Species differ in how male traits turn on gene Janette Boughman
ID: 1602 expression in female brains

15:00-15:15 Unveiling the processes that drive divergent behaviour to shared Rachel Blow

ID: 2385 chemistry in Heliconius butterflies

15:15-15:30 The genetic and neural basis of female mate preference in Drosophila Amanda Moehring
ID: 2423

14:00-15:30

South Hall 2B

14:00-14:30 Limited host availability disrupts the genetic correlation between Sara Magalhées

ID: 1896 virulence and transmission

14:30-14:45 Unraveling the genetic basis of host specific adaptations in polyphagous Katharina Schneider
ID: 1536 butterflies

14:45-15:00 Sexual dimorphism driven by intersexual resource competition: Why is it Xiang-Yi Li Richter

ID: 1008 rare and where to look for it

15:00-15:15 Allometry constrains the evolution of sexual dimorphism Jacqueline Sztepanacz
ID: 2015 in Drosophila across 33 million years

15:30-16:00
Coffee break

16:00-17:30
Panorama Hall

16:00-16:15 Gone but not forgotten: Entire adaptive radiation retains genomic Philine Feulner
ID: 1514 variation from extinct species

16:15-16:30 Temporal changes in the roles of species sorting and diversification Julius Hoffmann
ID: 1327 determine community dynamics

16:30-16:45 Fundamental processes of eco-evolutionary community dynamics Lynn Govaert
ID: 979

16:45-17:00 The impact of life history, species ecology and humans on the population Juraj Bergman
ID: 1407 decline of extant megafauna

17:00-17:15 Changes in global avian functional diversity over the last million years Ryan Germain
ID: 1338

17:15-17:30 Dynamic eco-evolutionary fitness landscapes display complex trajectories André Amado
ID: 1901 and sustained diversity
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16:00-17:30

16:00-16:30 What can integrative studies of songbird immunity tell us about tolerance Dana Hawley
ID: 1946 and virulence evolution?

16:30-16:45 Patterns of adaptation following serial infection of a specialist fungal Dinah Parker

ID: 2138 pathogen in a novel host

16:45-17:00 Genomics and transcriptomics of D. melanogaster adaptation against oral Ténia Paulo

ID: 1720 bacterial infection

17:00-17:15 Intrinsic and extrinsic early life effects shape responses to infection Hannah Ravenswater
ID: 1663 in European shags

17:15-17:30 Trade-offs in immunity in the metal hyperaccumulator Noccaea Anja Hoerger

ID: 2008 caerulescens

16:00-17:30

South Hall 1B

16:00-16:30 Life experiences and lifespan: are telomeres an important link? Britt Heidinger

ID: 2012

16:30-16:45 Gut microbiome variation and senescence within a natural vertebrate Sarah Worsley

ID: 1079 population

16:45-17:00 ‘Old-age-genes’ as ageing markers in termites Veronika Rau

ID: 1612

17:00-17:15 Do life history strategies affect within-body mosaics of ageing? Ana A Romero-Haro
ID: 1728

17:15-17:30 The ecological and evolutionary role of early-life telomere length in wild Michael Le Pepke
ID: 2184 house sparrows

16:00-17:30

16:00-16:15 Disentangling the complex evolution of sex determination in snakes Barbora Augstenovd
ID: 2147

16:15-16:30 Devil is in the details: Meiotic sex chromosome dynamics in the Marsupial Laia Marin-Gual
ID: 1415 germ line

16:30-16:45 The role of toxic W chromosomes in Haldane's rule Valentina Peona
ID: 1843

16:45-17:00 Distribution, genomic structure and evolution of housefly male- Leo W Beukeboom
ID: 985 determining loci

17:00-17:15 Assembly and characterization of W chromosome in monarch butterfly James Walters

ID: 1751 (Danaus plexippus)

17:15-17:30 Switching it up: algal insights into the genomic basis of transitions in sex Susana Coelho

ID: 1192 determining systems
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16:00-17:30

16:00-16:15 Evidence of serial depletion within the Baltic herring industry since Lane Atmore

ID: 1316 the Viking Age

16:15-16:30 History of introduction and adaptation of a malaria parasite in South Margaux Lefebvre
ID: 1451 America

16:30-16:45 Parasites of isolated seal populations: patterns in species and genetic Ludmita Sromek
ID: 1931 diversity

16:45-17:00 Genetic and distribution modeling to infer drivers shaping genetic Annie Guiller

ID: 1147 diversity of Ixodes ricinus

17:00-17:15 Contrasting patterns of evolutionary diversity in migratory bird species Qindong Tang

ID: 2014 under morphological stasis

16:00-17:30

Terrace 2B

16:00-16:15 Metabolomics and other omics point to mechanisms of experimental Fanny Cavigliasso
ID: 1339 adaptation to malnutrition

16:15-16:30 The distribution of fitness effects of spontaneous mutations Peter Keightley
ID: 1121 in Chlamydomonas reinhardtii

16:30-16:45 Wavelet characterization of spatial pattern in allele frequency Jesse Lasky

ID: 1059

16:45-17:00 Rapid adaptation and range expansion in response to agriculture over Julia Kreiner

ID: 1189 the last two centuries

17:00-17:15 The availability of standing genetic variation for rapid adaptation Melanie Kirch

ID: 1167 in sticklebacks

17:15-17:30 The Robinson Crusoe experiment: 30 years of adaptation to a lonely island Diego Fernando Garcia
ID: 1656 Castillo

16:00-17:30

16:00-16:15 Ancestral proxy for the vasopressin/oxytocin system functions in male but  Ahva Potticary
ID: 1143 not female parental care

16:15-16:30 Dissecting the genetic and molecular basis of the evolutionary loss Colby Behrens

ID: 1303 of paternal care in sticklebacks

16:30-17:00 Evolving new behaviors by tweaking sensory-motor circuits Lauren A. O’Connell
ID: 2471

16:00-17:30

South Hall 2B

16:00-16:15 Divergently evolved yeast generate hybrid offspring resilient to a large Ciaran Gilchrist
ID: 1118 range of environments

16:15-16:30 Sexual reproduction constrains adaptation in outcrossed populations Felix Moerman

ID: 1280 of Chlamydomonas reinhardtii

16:30-16:45 Polygenic adaptation to a new environment under self-fertilisation Matthew Hartfield
ID: 1531

16:45-17:00 Short-term adaptation with epistasis from standing variation Juan Li

ID: 1625 in recombining populations

17:00-17:15 Exploring the limits of thermal tolerance in an Antarctic bacterium Macarena Toll-Riera
ID: 1139

17:15-17:30 Condition-dependence modulates sexual conflict and its demographic Ewan Flintham

ID: 2302 consequences
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17:30-17:45

17:30-17:45 Promoting scientific literacy in Evolution through citizen science Roberto Torres
ID: 2473 practices in high schools

17:30-18:00
Break

18:00-20:00
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09:00-10:30

Panorama Hall

09:00-09:30 What limits a species’ range? Nicholas Barton
ID: 1834

09:30-09:45 Genetic load and extinction in peripheral populations - eco-evolutionary Oluwafunmilola
ID: 1307 dynamics Olusanya
09:45-10:00 How do species ranges respond to the effects of counteracting Matteo Tomasini
ID: 1350 environmental gradients?

10:00-10:15 From genotypes to demography: eco-evolutionary dynamics in Atlantic Yann Czorlich
ID: 1922 salmon

10:15-10:30 How does radioactivity impact the evolution of tree frogs in the Chernobyl Clément Car

ID: 1660 exclusion zone?

09:00-10:30

09:00-09:30 The causes of pathogen-mediated balancing selection Lars Rdberg

ID: 1640

09:30-09:45 What can we learn from typing MHC genes and haplotypes Jim Kaufman

ID: 1258 from 22,000 chickens?

09:45-10:00 MHC diversity does not confer fitness advantage in an urban bird Piotr Minias

ID: 1598

10:00-10:15 Repeatability and transgenerational relative expression of MHC-I genes Samantha Mellinger
ID: 1655 in the great reed warbler

10:15-10:30 Influence of major histocompatibility complex genes on the reproductive Diana Ferreira

ID: 2246 success of wild barn owl

09:00-10:30

09:00-09:15 Context-dependence of pre- and postcopulatory sexual selection Alessio De Nardo
ID: 1095 in Drosophila prolongata

09:15-09:30 Sexually-selected weaponry and the risk of extinction under increasing Jacek Radwan
ID: 1297 temperature

09:30-09:45 The role of associative learning in the evolution of sexual preferences Magdalena

ID: 1328 Herdegen-Radwan
09:45-10:00 Sexual selection in females and the evolution of polyandry Tim Janicke

ID: 2032

10:00-10:15 Is sexual selection widespread across angiosperm species? lain Moodie

ID: 2163

10:15-10:30 Attractive males have more male offspring, but why are results so Baldzs Rosivall

ID: 2325 heterogeneous?



09:00-10:30

Congress of the European Society for Evolutionary Biology
August 14-19, 2022 | Prague Congress Centre

09:00-09:15 Nutrigonometry: bringing geometry into nutritional ecology
ID: 1099

09:15-09:30 Fungal cultivars altruistically recycle their own contents in nutritional

ID: 1217 rewards for farming ants

09:30-09:45 Human, dietary and microbiome DNA from a 7,200 year masticated

ID: 1954 plant material from North America

09:45-10:00 Genetically-mediated diet acquisition helps to maintain phenotypic

ID: 2028 diversity among Atlantic salmon

10:00-10:15 Population-bottleneck selects some but not all social traits in social

ID: 1623 bacterium M. xanthus

10:15-10:30 Nutrition on imbalanced diets: Evolutionary strategies across different
ID: 2061 ant species

09:00-10:30

Juliano Morimoto
Caio Leal-Dutra
Thomaz Pinotti
Ronan James
O'Sullivan

Jyotsna Kalathera

Lina Pedraza

Terrace 2A

09:00-09:30 Whole genome duplications and the evolution of disease in vertebrates

ID: 2464

09:30-09:45 Evolution of diploid and allopolyploid Camelina genomes was accompanied
ID: 1601 by chromosome shattering

09:45-10:00 Rapid parallel adaptation in autopolyploid Arabidopsis is dominated

ID: 1178 by recruitment of shared alleles

10:00-10:15 Polyploid Arabidopsis inherit parental traits in natura as shown

ID: 1685 by deep-learning and soil analyses

10:15-10:30 Exploring the effects of whole genome duplication on structural variation
ID: 1034 using pangenomics

09:00-10:30

Herve Isambert

Terezie Mandakova

Veronika Konecna

Kentaro Shimizu

Emma Curran

Terrace 2B

09:00-09:30 Within-patient evolution of plasmid-mediated antimicrobial resistance
ID: 2468

09:30-09:45 Stochasticity and cooperative effects in the establishment of antibiotic
ID: 1259 resistance mutations

09:45-10:00 Variation of costs of mobile antibiotic resistance genes on their

ID: 1495 dissemination

10:00-10:15 Eco-evo feedbacks shape the local fitness landscape of an antibiotic

ID: 2235 degrading enzyme

10:15-10:30 Density-associated mutation rate plasticity and the evolution

ID: 2096 of antimicrobial resistance

Alvaro San Millan
Suman Das
Huei-Yi LAI

Philip Ruelens

Rok Krasovec
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09:00-09:30 Less can be more: Understanding the adaptive role of epigenetics using
ID: 2416 naturally inbred fish

09:30-09:45 Differential methylation and genetic diversity go hand-in-hand

ID: 1986 in divergent stickleback populations

09:45-10:00 DNA methylation in the wild: stable environmental signature across
ID: 1312 clones of the wild strawberry

10:00-10:15 The methylome driven CpG landscape of protein coding DNA

ID: 2125 in vertebrates

10:15-10:30 Epigenetic divergence and phenotypic plasticity in the rapid speciation
ID: 1223 of East African cichlid fish

09:00-10:30

Sofia Consuegra

James Ord
Iris Sammarco
Toni Gossmann

Audrey Putman

South Hall 2B

09:00-09:30 Mapping genomic barriers to gene flow

ID: 1227

09:30-09:45 Range expansion and its effect on linked neutral genetic diversity

ID: 1441

09:45-10:00 Hybridization dynamics and extensive introgression in the Daphnia

ID: 1545 longispina species complex

10:00-10:15 Using pool-seq and approximate Bayesian computation to differentiate
ID: 1547 scenarios of ecotype formation

10:15-10:30 Empirical evidence for positive selection that is not adaptive evolution
ID: 1098

10:30-11:00
Coffee break

11:00-12:30

Konrad Lohse
Flévia Schlichta
Jana Nickel
Jodo Carvalho

Thibault Latrille

Panorama Hall

11:00-11:15 Indirect effects of abiotic conditions slow down eco-evolutionary

ID: 1308 dynamics of host and virus

11:15-11:30 Indirect evolutionary facilitation in a predator-prey system facing

ID: 1224 an environmental perturbation

11:30-11:45 Experimentally evaluating the impacts of immigration on adaptation
ID: 2300 to a novel environment

11:45-12:00 The effect of bottleneck size and antibiotic-induced selection

ID: 1556 on antibiotic resistance evolution

12:00-12:15 Towards the prediction of the epidemiological dynamics of E.coli during
ID: 1007 infection by phages T7

12:15-12:30 Life-history evolution in response to foraging risk, modeled for Northeast
ID: 2145 arctic cod (Gadus morhua)

Lutz Becks

Tom Réveillon

Lily F. Durkee
Ernesto Berrios-Caro
Yoann Anciaux

Henrik Hoiberg Jessen
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11:00-12:30

South Hall 1B

11:00-11:15 Evolution of the avian forelimb and implications for flight Olivia Price

ID: 1094

11:15-11:30 Milk, seminal fluid, eggs, feces... Evolution and impact of socially Sanja Hakala

ID: 1202 transferred materials

11:30-11:45 Opsin gene expression changes with development in ray-finned fishes Nik Lupse

ID: 1493 (Actinopterygii)

11:45-12:00 Evolution of territoriality in hylid frogs: ecology, morphology and lineage Ricardo Luria Manzano
ID: 1610 diversification

12:00-12:15 Evolutionary dynamics of pigmentary grey and non-iridescent structural Frane Babarovic
ID: 1784 colour blue in Tanagers

12:15-12:30 Species-level timeline of mammal evolution integrating phylogenomic Sandra

ID: 1815 data Alvarez-Carretero

11:00-12:30

11:00-11:15 Selection on males increases population viability Tom Keaney
ID: 1757

11:15-11:30 Phenotypic plasticity drives phenological changes in a Mediterranean blue  juliette Biquet
ID: 2476 tit population

11:30-11:45 The impacts of publication bias on ecology and evolutionary biology Shinichi Nakagawa

ID: 1630

11:45-12:00 Hamilton’s force of selection during ontogenesis Christoph Netz

ID: 1700

12:00-12:15 Ecological and evolutionary interactions of divergent lineages Adam Petrusek

ID: 2373 of an amphipod species complex

12:15-12:30 Genomic evidence of a sexually selected trait capturing and purging Sebastian Chmielewski
ID: 1281 genetic load

11:00-12:30

Terrace 2A

11:00-11:30 Genomic basis of convergent adaptations to whole genome duplications Magdalena Bohutinska

ID: 2391

11:30-11:45 On the evolutionary implications of neopolyploidization mechanisms Saminathan

ID: 1746 in Nasonia vitripennis Sivaprakasham
Murugesan

11:45-12:00 Population genomics of Australian burrowing frogs Neobatrachus reveal Jozefien Van de Velde

ID: 2408 adaptation to polyploidy

12:00-12:15 Identifying subgenomes in non-model organisms using orthology José Cerca

ID: 1060 and fossil transposable elements

12:15-12:30 Fixation dynamics of beneficial alleles in prokaryotic polyploid Mario Santer

ID: 1525 chromosomes and plasmids
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11:00-11:30
ID: 1988

11:30-11:45
ID: 1322
11:45-12:00
ID: 1323
12:00-12:15
ID: 1687
12:15-12:30
ID: 1519

Linking epigenetics and biological conservation: Toward a conservation
epigenetics perspective

Does epigenetic diversity contribute to the invasion of Japanese
knotweeds?

Quantifying the adaptive potential of sea turtles in a warming world via
genome-wide DNA methylation

Convergent DNA methylation changes associated with agriculture

in ancient and modern-day humans

Variation in DNA methylation in the great tit (Parus major) is largely
determined by genetic effects

11:00-12:30

South Hall 2B

11:00-11:15
ID: 1675
11:15-11:30
ID: 1707
11:30-11:45
ID: 1769
11:45-12:00
ID: 1991
12:00-12:15
ID: 2109
12:15-12:30
ID: 1155

Stabilizing selection promotes the emergence of non-additive variance
in gene expression

Evolutionary genomics and dynamics of adaptation to complex
environments in Saccharomyces cerevisiae

A lizards’ tail: the genomics of island adaption

Natural variation in Drosophila shows weak pleiotropic effects
Divergent selection, linked deleterious mutations and gene flow: diploid

vs hemizygous chromosomes
Identifying the nature of adaptation to micronutrients in modern humans

11:00-12:45

Olivier Rey

Isolde van Riemsdijk
Eugenie (Charley) Yen
Mehmet Somel

Bernice Sepers

Juliette de Meaux
Alexandre Régo
Maria Novosolov
Christian Schlétterer
Vitor Sousa

Jasmin Rees

11:00-11:15
ID: 1882
11:15-11:30
ID: 1883
11:30-11:45
ID: 1925
11:45-12:00
ID: 1413
12:00-12:15
ID: 1434
12:15-12:30
ID: 1048
12:30-12:45
ID: 1200

MHC class Il proteins mediate susceptibility and resistance to coronavirus
infections in bats

MHC and sex bias: shaping of the systemic T cell repertoire in three-spined
stickleback fish

Trade-offs constraining MHC gene number expansion: beyond simple TCR
depletion hypothesis

Adaptive immune response selects for increased body size

Evolution of germline repair and mutation rates under strong pathogen
selection

A game-theoretical description of defense and counter defense

in host-pathogen interactions

Host immunity adaptation to SIV across chimpanzee populations

Dominik Schmid
Ana Teles
Magdalena Migalska
Maciej Ejsmond
Basabi Bagchi

Shalu Dwivedi

Aida Andrés
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11:00-12:45

11:00-11:30 In vitro counter-selection of antibiotic resistance with phage-antibiotic Tatiana Dimitriu
ID: 1865 combination therapy

11:30-11:45 Population size, mutation bias and the evolution of antibiotic resistance Joachim Krug

ID: 1537

11:45-12:00 The bacterial capsule: a gatekeeper of horizontal gene transfer? Matthieu Haudiquet
ID: 1000

12:00-12:15 High potency of sequential therapy with only B-lactam antibiotics Aditi Batra

ID: 1703

12:15-12:30 Evolution of antibiotic resistance under sequential therapy Christin Nyhoegen
ID: 1209

12:30-12:45 The effects of antibiotic exposure on the ecology and evolution Joseph Pennycook
ID: 1842 of in vitro gut microbiome models

12:30-13:45
Lunch break

12:45-13:45

Terrace 2A

13:45-14:40

Congress Hall

14:40-14:45
Break

14:45-15:20
Congress Hall

14:45-15:20 ESEB Presidential address Astrid T. Groot
ID: 2474

15:20-15:25
Break

15:25-16:00

Congress Hall

15:25-16:00 40 years of speciation research Roger Butlin
ID: 2475

16:00-16:10
Coffee break
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16:10-17:10
Congress Hall

16:10-16:30 Reproducibility of antibiotic resistance evolution Camilo Barbosa

ID: 2477

16:30-16:50 From patterns to processes: towards a mechanistic understanding Stefany Moreno Gamez
ID: 2478 of the human microbiome

16:50-17:10 What does evolution have to say about ecosystem resilience? Catalina Chaparro

ID: 2479 Pedraza
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PHILOSOPHICAL

TRANSACTIONS B

Influential themed journal issues across the life sciences

We are currently looking for proposals for theme
issues in all areas of the biological sciences.

If you have an idea for a topic and would

be interested in guest editing an issue, visit
royalsocietypublishing.org/rstb/submit-proposal
for details of how to apply.

Benefits of guest editing

- Influence and direct the thinking in your field

- Bridge traditional disciplines

« Promote an emerging area of research, and
create a lasting resource
Build your personal network with other
leading scientists

- Gain editorial experience

+ Reach a wide and relevant
international readership

« Join the authorship history of the world’s
longest-running scientific publisher

THE

ROYAL
SOCIETY

PUBLISHING

Recent issues include:

Challenging the paradigm in sex chromosome
evolution: empirical and theoretical insights with
a focus on vertebrates edited by Lukas Kratochvil
and Matthias Stock.

The ecology and evolution of synchronized seed
production in plants edited by Mario Pesendorfer,
Davide Ascoli, Michat Bogdziewicz, Andrew
Hacket-Pain, lan Pearse and Giorgio Vacchiano.

Species’ ranges in the face of changing
environments edited by Marina Rafajlovic, Jake
Alexander, Roger Butlin and Kerstin Johannesson.

Browse more issues at
royalsocietypublishing.org/journal/rstb
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We Sequence.
You Discover.

About BGlI Genomics

With more than 20 years of experience and 6000 employees, we are one of the world’s leading
providers of genomic sequencing services, serving customers in more than 100 countries. We
provide academic institutions, pharmaceutical companies, health care providers and other
organizations with integrated genomic sequencing services and solutions across a broad range
of applications spanning:

* Basic research covering human, plant, animal and microbial species
* Clinical research in human health and molecular diagnostics

* Drug discovery and development

« Agriculture and Biodiversity preservation and sustainability

Key Services

Q Human Whole Genome Sequencing
Mass spectrometry Services

@ RNA Sequencing

Single Cell Sequencing
Plant and Animal Whole Genome Sequencing

Contact us for a discussion about your project or a free quote: info@bgi.com

@ https://www.bgi.com/global/
@ BuildingNO.7, BGI Park, No.21 Hongan 3rd Street, Yantian District, Shenzhen 518083, China

Services For Research Use Only. Not For Use in Diagnostic Procedures.
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UNIVERSITY PRESS

A new fully Open Access journal
from the Linnean Society of London

The Evolutionary Journal of the Linnean Society publishes
Open Access original papers on all aspects of the evolutionary
biology of diverse organisms and ecological systems.

Now Accepting Submissions and Manuscripts

Visit https://mc.manuscriptcentral.com/ejls to submit today.

ALSO
AVAILABLE




genes

an Open Access Journal by MDPI

Message from the Editor-in-Chief

Genes are central to our understanding of biology, and modern advances such

asgenomicsand genome editing have maintained genetics as a vibrant, diverse

and fastmoving field. There is a need for good quality, open access journals in

this area, and the Genes team aims to provide expert manuscript handling,

serious peer review, and rapid publication across the whole discipline of
Editor-in-Chief genetics. Starting in 2010, the journal is now well established and recognised.
Prof. Dr. J. Peter W. Young Why not consider Genes for your next genetics paper?

Department of Biology, University
of York, Heslington, York YO10 5DD,

UK Author Benefits

A OpenAccess Unlimited and free access for readers

€ No Copyright Constraints Retain copyright of your work and free use of
your article

@ Impact Factor 4.096 (Journal Citation Reports - Clarivate, 2021)

<© High Visibility SCIE-Science Citation Index Expanded (Clarivate Analytics),
MEDLINE (NLM), PubMed (NLM), Scopus (Elsevier)

@ Rapid Publication Manuscripts are peer-reviewed and a first decision
provided to authors approximately 19.3 days after submission; acceptance to
publication is undertaken in 2.4 days (median values for papers published in
this journal in the second half of 2021)

Discounts on Article Processing Charges (APC) If you belong to an institute
that participates with the MDPI Institutional Open Access Program

Z"| No Space Constraints, No Extra Space or Color Charges No restriction on
the length of the papers, number of figures or colors

2 Journal Rank JCR- Q2 (Genetics & Heredity) / CiteScore - Q2 (Genetics)

Genes
Editorial Office
genes@mdpi.com

MDPI, St. Alban-Anlage 66
4052 Basel, Switzerland
Tel: +41 61 683 77 34
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The exhibition is located on the 2™ floor of the Congress venue.

Exhibition hours:

Monday, August 15, 2022 09:00-17:30
Tuesday, August 16, 2022 09:00-17:30
Thursday, August 17, 2022 09:00-13:30
Friday, August 18, 2022 09:00-17:30
Saturday, August 19, 2022 09:00-16:30
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List of Posters

Partner of the Poster Session

life

an Open Access Journal by MDPI

Partners of the Student Best Poster Award

Peer

Life & Environment

Poster 1 (ID 2480)
Variation in wild-derived and classical laboratory strains of the house mouse model organism
Jaroslav Pidlek

S01. Tug of war between the sexes: The transcriptomic architecture of sex-linked traits

Poster 2 (ID 1219)

Evolutionary consequences of sex loss on male fitness and sex-biased gene expression in pea aphids
Héléne Defendini

Poster 3 (ID 1277)

Mechanisms driving development of male-larger sexual size dimorphism in a lizard

Brandon Meter

Poster 4 (ID 1484)

Sexual selection in the red seaweed Gracilaria gracilis

Myriam Valero

Poster 5 (ID 1795)

Brain transcriptome architecture in a species with sex reversal: a three sex chromosome orchestra
Louise Heitzmann

Poster 6 (ID 1836)

The evolutionary potential of brown trout in the context of interacting anthropogenic stressors
Hugo Palejowski

Poster 7 (ID 2081)

Sex-biased genes and their role in speciation in the scarce swallowtails

Sam Ebdon

Poster 8 (ID 2086)

How many alleles and transcripts have sex-specific fitness effects in Drosophila?

Luke Holman

Poster 9 (ID 2090)

Modelling Wolbachia-induced cytoplasmic incompatibility in oak gallwasps with cyclic parthenogenesis
Sonja Grath

Poster 10 (ID 2205)

A gene copy number arms across a species barrier

Milo$ Macholdn

$02. Sex chromosome evolution: the canonical model and so much beyond

Poster 11 (ID 986)

Young X chromosome evolution

Andrea Mrnjavac

Poster 12 (ID 1070)

Neo-sex chromosome evolution in morabine grasshoppers
Suvratha Jayaprasad
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No evidence for faster evolution on Z chromosome in chameleons of the genus Furcifer
Lucija Andjel

Neo-faster-Z: chromosome fusion facilitiates adaptation on a butterfly sex chromosome
Andrew Mongue

Dynamics of transposable element accumulation in non-recombining regions
Marine Duhamel

Divergent evolution of genetic sex determination mechanisms along environmental gradients
Martijn A. Schenkel

Mechanism and drivers of sex chromosome turnover in Atlantic salmon
Nicola Barson

Sex chromosome evolution in the plant genus Mercurialis
Jorn Frederik Gerchen

Effect of inversions on suppression of recombination and sex chromosome evolution in fission yeast
Cristina Berenguer Millanes

Convergence and divergence in the evolution of stickleback sex chromosomes
Daniel Jeffries

Scarlet tide - the first report of sex chromosomes in red algae
Agnieszka Lipinska

ZW sex-chromosome evolution and contagious parthenogenesis in Artemia brine shrimp
Marwan Elkrewi

Convergence evolution of a dosage compensation system
Mariela Tenorio

Sex-linked genomic variation among populations of an intertidal snail, Littorina saxatilis
Amin Ghane

Chromosome marker suggests rearrangements in sex chromosomes in Brazilian complex species of frogs
Bruno Cansancgéo Silva

Polymorphism of a satDNA in a zone of secondary contact of lineages with distinct sex chromosomes
Lucas Henrique Bonfim Souza

Sex chromosome discovery and dosage compensation mechanism in the Cuban wood snake
Amy Wilson

The ant-cricket, a new model of sex chromosome evolution?
Vincent Mérel

Variations on a background of conservation of sex chromosomes in lacertids
Ana M Gonzalez-Tizon

Investigating the sex locus in the haplodiploid Argentine ant
Qiaowei Pan

Cytogenetic analysis of the members of the snake genera Cylindrophis, Eryx and Python
Tomds Charvat
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A supergene underlies social polymorphism in the desert ant
Aparna Lajmi

Identification of ZZ/ZW sex chromosomes in the Madagascan leaf-tail geckos
Eleonora Pensabene

Evolution of sex chromosomes in chameleons
Sofia Mazzoleni

Discovery and ecological impact of minute sex chromosomes in Sphagnum (peat moss)
Adam Healey

Neo-sex chromosome evolution in butterflies of the tribe Danaini
Pablo Mora Ruiz

Evolution of sex chromosomes in pholcid spiders (Araneae: Pholcidae)
Jifi Kral

Sex chromosomes expression evolution in Drosophila spp. spermatogenesis
Camila Avelino

Sex determination in the oribatid mite Hermannia gibba
Svenja Wulsch

The S-locus supergene controlling heterostyly in primroses originated via stepwise duplications
Giacomo Potente

Linking gametologue evolution to human sex differences in gene expression and disease
Alex DeCasien

De-novo genome assembly of the dwarf willow Salix herbacea reveals the sex-linked region
Xiaomeng Mao

Macroclimatic and maternal effects on the evolution of reproductive traits in lizards
Dylan Padilla

Sperm morphology and reproductive success in the hermaphroditic flatworm, Macrostomum lignano
Santhosh Santhosh

Impact of thermal stress from hot exposure events during heatwaves on reproduction in a model insect
Ramakrishnan Vasudeva

Selection on sperm size in response to promiscuity and variation in female sperm storage organs
Emily Cramer

Comparative proteomics of the perivitelline layer - the site of avian sperm-egg interaction
Emma Whittington

How does social environment affect oviposition decisions?
Emily Churchill

Mitochondrial DNA copy number variation in birds and its relationship to sperm midpiece length
Laima Bagdonaite
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How reproductive modes influence the egg size/clutch size trade-offs in salamanders?
Baldzs Vagi

Effects of egg size and carotenoid content on juvenile growth and survival in brown trout
Jonas Bylemans

Sperm competition in lampreys
Nolwenn Decanter

Influence of storage time on the DNA integrity and viability of spermatozoa of the spider crab
Andres Martinez-Lage

Comparative analysis of heteromorphic sperm in the gastropod genus Littorina
Luisa Kumpitsch

The gene regulation response to insemination in the reproductive system of the ant
Yue Shi

Unusually long parental care in Malagasy shorebirds
Claire Tanner

Androgenesis to induce polyploidy and hybridization in the invasive Corbicula clam genus
Martin Vastrade

A model of stable trioecy and its transition toward and from dioecy in metapopulations
Mai Thu Nguyen

Selection for male stamina can help explain costly displays with cost-minimizing female choice
Viktor Kovalov

Genetic basis and genomic consequences of loss of distyly in Linum
Juanita Gutiérrez-Valencia

The genetic basis of asexuality in Artemia parthenogenetica
Gayathri Venkatraman

Theoretical predictions on the effects of self-fertilisation on speciation
Lucas Marie-Orleach

The complex pathway of sympatric speciation by floral mimicry
Pablo Guerrero

Reducing genetic load via sexual selection:the role of environmental variance in male mating success
Maximilian Tschol

Demographic history and selection in association with mating system variation in Arabis alpina
Panagiotis-loannis Zervakis

Multiple mating rescues offspring sex ratio but not number in a haplodiploid exposed to heat stress
Sofia Costa

Network Theory to elucidate the interplay between sexual selection and metapopulation structure
David Pablo Quevedo Colmena
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Unilateral adaptation - how trichomes change pollinators’ behavior in sexually deceptive flowers
Noa L. A. Schwabe

The development of a decoy: spatial and temporal map of Ophrys sphegodes labellum
Mattia Alessandrini

Male mate choice evolves as a by-product of adaptation to larval crowding in Drosophila melanogaster
Harisankar Durga

Genetic underpinnings of species-specific sexual signaling mechanisms in parasitoid wasps
Weizhao Sun

The genetic basis of hybrid incompatibilities in the Arctic plant Cochlearia groenlandica
Marie Kristine Brandrud

Sexual dimorphism in lacrimal and salivary glands of the wild house mice
Barbora Voslajerova Bimova

The evolution of sex roles: new insights from individual-based simulations
Xiaoyan Long

Evidence of environment - dependent inbreeding depression in a mixed mating plant
Mark Walker

The effect of recombination on the evolutionary dynamics of populations evolving on neutral networks
Alexander Klug

The role of antennation in mating behavior in parasitoid wasp Aphidius ervi
Murat Bakirdéven

The impact of hybridization on gene expression in ZW brine shrimp
Clémentine Lasne

Bird-of-paradise hybrids, infertile vagaries or drivers of macro-evolutionary change
Filip Thérn

A wolf in spiders’ clothing: genomic-wide screening uncovers admixture between Madeiran wolf spiders
Alba Enguidanos Garcia

The role of ancestral hybridization in clownfish adaptive radiation
Sarah Schmid

Petunia species in the making: consequences of hybridization between two P. axillaris subspecies
Pedro Henrique Pezzi

Hybridization and asexual reproduction in a haploid diploid red alga Gracilaria gracilis
Christophe Destombe

Eco-evolutionary consequences of costly sexual interactions in hybridizing spider mites
Miguel A. Cruz

Whole genome sequencing unravels the genomic landscape of hybrid speciation in alpine butterflies
Thibaut Capblancq
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The genomic basis of hybrid male sterility in Ficedula flycatchers
Carolina Segami Marzal

Introgression and incomplete lineage sorting shape the evolution of Eucalypts’ rapid radiation
Anne-Cecile Colin

Did ancient hybridization fuel the evolution of pelvic brooding ricefishes?
Jana Flury

Ancient hybridization in Curcuma (Zingiberaceae) - fuel or brake of lineage diversification?
Eliska Zaveska

Evidence for ancient and ongoing hybridization in Iberian freshwater fish from whole-genome data
Sofia L. Mendes

Re-emergence of a species after the 2011 Tohoku tsunami-induced hybridization
Takuya Hoski

On the hunt for introgression: charting external gene flow into the Lake Malawi cichlid radiation
Sophie Gresham

Phylonumtomics uncovers hybridisation and unknown genomic variation of mammal and bird species
Yu-Chi Chen

Seasonal dynamics of ancient adaptive genetic variants in a stickleback hybrid zone
Juan Camilo Cubillos Moreno

Chromosomal rearrangements can inhibit speciation by preventing premating isolation
Thomas Aubier

Speciation in a pair of Brenthis fritillary butterflies
Alexander Mackintosh

Speciation through chromosomal fusion and fission
Hannah Augustijnen

The complex phylogeographic history and speciation in subterranean blind mole rats (Nannospalax sp.)
Alexey (Oleksiy) Yanchukov

Sex-specific ancestral fusion between autosomes and W chromosome in Heliconius butterflies
Nicol Magaly Rueda Munoz

Conserved chromosomal structure but divergence in centromeric repeats of two hybridizing species
Manon Poignet

Chromosome divergence and hybrid sterility in budding yeasts
Jasmine Ono

Did circular DNA shape the evolution of mammalian genomes?
Gerard Arrey
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High rate and variability in the spectrum of new structural mutations of Chlamydomonas reinhardtii
Eugenio Lépez-Cortegano

From SNPs to SVs: exploring the impact of structural variants on timing emergence of Clunio marinus
Carolina Peralta

tRNA scrabble: extensive gene rearrangements in the mitogenomes of bumblebees (Bombus)
Leonardo Tresoldi Gongalves

The pangenome of the invasive ascidian Styela plicata. A world of genomic and structural variants
Carles Galia-Camps

Structural variation at Linum distyly supergene - cause or consequence of recombination suppression?
Marco Fracassetti

Strong genomic divergence on new inversions during ecological speciation in Drosophila
Erina Ava Ferreira

Emergence of a chromosomal duplication and its adaptive role in a cold-adapted bacterium
Luis Ever Vega-Cabrera

Linking structural variation to gene expression in the Brassicaceae family
Raul Wijfjes
Structural variation in genomes of two closely related passerine species

Zuzana Halenkovd

Rapid gene content turnover on the germline-restricted chromosome in songbirds
Stephen Schlebusch

Wrath detects adaptively important structural variants from haplotagging data in a mimetic butterfly
Anna Orteu

Genome rearrangements in the asexual bdelloid rotifer Adineta vaga after DNA repair and reproduction
Antoine Houtain

Background selection and mutation accumulation in locally adaptive inversions
Carl Mackintosh

Karyotype evolution in closely related estrildid finches of the genus Lonchura
Martina Johnson Pokornd

Divergent subgenome evolution in the allotetraploid frog Xenopus calcaratus
Martin Knytl

Population genomic of the allotetraploid African clawed frog Xenopus laevis from South Africa.
Dareen Almojil

A novel lineage of Capra discovered in the Taurus Mountains of Turkey using ancient DNA
Kevin Daly
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Comparative phylogeography of two Arabidopsis species in the Carpathians
Gabriela Sramkova

A museomics approach to determine population dynamics in an endemic New Guinean bird family
Ingo Achim Miiller

Zones of secondary contact maintained by temporal isolation through allochrony
Kay Lucek

Do the species with large geographic range diversify faster?
Jan Smycka

The role of Pleistocene climatic oscillations in the formation of the European crow hybrid zone
Chyi Yin Gwee

Evolutionary history of the Atlantic cod (Gadus morhua) across space and time
Lourdes Martinez-Garcia

New mitogenomic data for Lagomorpha enhance the understanding of microevolution in the order
Anwesha Saha

Landscape and climatic variations shaped secondary contacts amid barn owls of the Western Palearctic
Tristan Cumer

Diaspore morphospace disparity among Australasian Atriplex L. during adaptive radiation
Dominique Groffman

Cliff shells: endemicity and radiation in waterfalls of the Western Ghats, India
Sudeshna Chakraborty

Evolutionary history and population dynamics of Gallus gallus in Southeast Asia and South Pacific
Cyrill John Godinez

Phylogeographic and evolutionary history analyses of Sus scrofa in Southeast Asia
John King Layos

An integrative study of the diversification of dung beetles in the Malay Peninsula and Borneo
Sean Yap

Biogeography can help to resolve the reticulate history of the the genus Curcuma (Zingiberaceae)
Marcos Vinicius Dantas-Queiroz

First population genetic study of New Guinean jewel-babblers reveals cryptic diversity
Saphira Schroers

Genomic diversity of the bank vole in Scandinavia: the role of multiple colonizations and refugia
Silvia Markovd

Recent biogeography of Argyrodes lanyuensis along the Taiwan-Philippine archipelago
Mae Responte

A host-driven genetic divergence within a microgeographic pattern: the case of Argyrodes bonadea
Noraya Elias

Global phylogeography of a wood decay fungus indicates reinforcement on secondary contact
Dabao Sun Lu
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Historical biogeography of a multi-host parasite (Cestoda: Ligula intestinalis)
Masoud Nazarizadeh

Herbarium DNA traces Phytophthora infestans strain that caused Irish Famine into 20th-century Europe
Doniké Sejdiu

Biogeographic history and patterns of gene flow within the Natterer's bats in the Caucasus
Vanuhi Haombardzumyan

Gene flow in a secondary contact zone of two bat species within the Myotis nattereri species complex
Darija Josi¢

Demographic inference of multiple population pairs across the European ranges of two species
Beatriz Portinha

Genomic assessment of Scots Pine expansion in Europe
Chedly Kastally

Characterization of molecular diversity of spring fen zoobenthos from two geomorphological regions
Magdalena Gajdosovd

Asymmetric lability in habitat shifts underlies the evolution of savanna Miombo trees in Africa
Dario Ojeda Alayon

Targeted metabarcoding reveals new diversity in marine Myxozoa
Inga Martinek

The biogeographic history of the Ethiopian highland Ptychadena
Mariana Lyra

Biogeographic affinities of terrestrial invertebrates among Juan Fernandez and Desventuradas Islands
Darko Cotoras

How is evolvability affected by niche shifts?
Kalle Nilsson

Seasonal environments drive convergence in life-history traits across butterfly adaptive radiations
Sridhar Halali

Multiple independent transitions to cave life and molecular diversity in olms (Proteus anguinus)
Hans Recknagel

Diversification of a group of songbirds with pervasive phenotypic parallelism
Niloofar Alaei Kakhki

Arctic charr in Thingvallatn: a miniature natural laboratory to study repeated evolution
Marina de la Cémara

Probabilistic modeling of bursts and gradual changes of diversification rates in bird evolution
Viktor Senderov

Determinism and contingency in the genetic basis of parallel armor plate evolution of sticklebacks
Yo Yamasaki
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Cave dwelling Physella sp. as a model system for studying the loss of pigmentation
Magdalena Grgic¢

Flying, mating and escaping: diversification of wing shape in Papilionidae butterflies
Ariane Chotard

Convergence for high trophic position drives functional disparity in crustacean radiation
Cene Fiser

The genetic bases of adaptive radiation in Ophrys orchids
Alessia Russo

Unravelling the hidden genetics of wrinkly spreaders
Gisela Tatianna Rodriguez

The predictable sequence of adaptive radiation in subterranean amphipods
Spela Borko

What underlies gene reuse in adaptation?
AlZbéta Postulkovd

Repeated evolved dwarfism in Arctic charr: patterns of shared and distinct differentiation
Han Xiao

Individual variation in a parasite-host system: performance, heritability, and host quality
Gerardo Fracasso

Habitat connectivity prevents population structure in a commercially important fish (Lutjanus jocu)
Julia T. Verba

Phenotypic robustness differs between queen and worker caste
Esther van den Bos

The role of niche construction for the adaptability of the red flour beetle, Tribolium castaneum
Lai Ka Lo

Do ectotherms adjust their thermal preferences in an urban heat island context?
Valentin Cabon

Eco-evolutionary dynamics of host-parasite systems in complex landscapes
Jhelam N. Deshpande

Learning to cope: the effect of population bottlenecks in the maintenance of complex adaptations
Sergio Gonzalez

The effects of temporal heterogeneity in genetic covariance
Isa do O

Lead induces sex and development related differential Mtn gene expression in two Drosophila species
Mina Rakic

The metabolic switch? Linking individual physiology and life-history in the Glanville fritillary
Carly Lynsdale
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Context-dependent tradeoffs and population dynamics across life histories
Louis Bliard

Fitness consequences of heatwaves in Drosophila melanogaster
Abhishek Meena

Realized niche breadth evolution driven by reproductive interference and resource competition
Daisuke Kyogoku

Phenotypic response of flowering plant to limited access to natural pollinator community
Elisabeth Authier

Rapid seasonal thermal adaptation in Chironomus riparius
Quentin Foucault

Allochrony in the Moorish gecko as a behavioral syndrome: an ecological and genetic study
Adriana Bellati

Genomic insights into the muskox’ history of surviving against all odds
Patricia Chrzanovd Pecnerovd

Effect of host plant species and insecticides on the evolution of genetic diversity of a crop pest
Benoit Barres

Predicting the genetic signatures of dry-season aestivation of malaria-transmitting mosquitoes
Tin-Yu Hui

Limits to adaptation and fragmentation of a species’ range
Jitka Polechova

Demography modeling: understanding the ABC of Ophrys orchids radiation
Sara Edith Garcia Morales

Understanding plant evolution mediated by interactions with pollinators and herbivores
Sergio Ramos

Eco-evolutionary dynamics in an insect community
Laura Zamorano

Coalescent effective population size: between the stepping stone and the island model
Pia Gober

Non-optimal phenotypic plasticity evolves under assortative mating: new theoretical predictions
Ophélie Ronce

Dispersal plasticity driven by variation in fitness across species and environmental gradients
Julie Campana

Parallel genomic architecture of adaptation in Littorina saxatilis along shore levels
Ana-Maria Peris Tamayo

Effect of heat and drought at southern range limits on plant performance
Judith Schepers
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Evolutionary constraints at low-latitudinal range edges under climate change
Jessica Heblack

Limited dispersal and spatially varying selection among European populations of sea lamprey
Miguel Baltazar-Soares

G x G interactions between algal and zooplankton clones isolated during the spring season
Domiziana Cristini

The forces maintaining a balanced inversion polymorphism
Esra Durmaz Mitchell

Effects of temperature and an invasive predator on genetic and phenotypic variation in damselflies
Guillaume Wos

Investigating local adaptation of wild olive tree to climate change across a north-south gradient
Lison Zunino

Adaptation to climatic variation in the native and introduced ranges of a cosmopolitan plant
Lucas Albano

The power of museomics to dissect the genetic basis of winter coat colour polymorphism in stoats
Marcela Alvarenga

The genetics of plant-plant interactions in Arabidopsis thaliana
Germain Montazeaud

Nutrient limitation influences moss-associated nitrogen fixation across a subartic gradient
Lina Avila Clasen

Postglacial history and local adaptation of the wood decay species Trichaptum abietinum in Europe
Ine-Susanne Methlie

A mostly-microendemic assemblage of tiny microhylid frogs on a mountain in northern Madagascar
Nicholas Joris Fleck

Genomic basis of local adaptation in the European barn owl (Tyto alba)
Hugo Corval

Intensity of pathogen-imposed selection for disease resistance varies along an elevation gradient
Michael Rechsteiner

The genomic basis of temperature adaption of Littorina saxatilis across small scales
Binggian Han

The story of Proasellus (Isopoda, Crustacea) - cave colonization ensured by the plastic response?
Jana Bedek

Transposable elements and environmental niches interaction in the Cape Floristic Region
Zuzana Chumovd

Environmental effects on the genetic architecture of fithness components in an hermaphrodite
Elodie Chapuis

Genetics of adaptation to local climate
Anna Shoshan
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Testing for the mechanisms of balancing selection maintaining 6Pgdh polymorphism in the bulb mite
Pranav Unnikrishnan

Parallel subfunctionalisation of isoforms of photosystem Il subunit PsbO in plants
Milos Duchoslav

Genomic patterns of differentiation and signals of selection along multiple hybrid zone transects
Arka Pal

Evolution of thermal mismatch between host and parasite in a temperature gradient experiment
Oliver Kaltz

Modelling reaction norms with few assumptions
Mdrio Santos Mira

Climate-driven natural selection across protein-coding and cis-regulatory genetic variation
Shannon Hateley

Trait and fitness variation in a resurrected phytoplankton population from two periods
Richard Lambrecht

Back to the past: rapid adaptation in Viola arvensis using resurrection ecology
Samson Acoca-Pidolle

Thermal plasticity of resurrected and contemporary populations of Hypericum perforatum
Martti J. Levo

How did the preemptive counter-defense become superior? A modelling study
Suman Chakraborty

Correlations between attraction and defence plant chemistry - what is the true target of selection
Hanna Thosteman

Flower size, not floral scent, may function as an honest signal in a generalist-pollinated perennial
Katherine Eisen

Temperature-induced plasticity and reciprocal selection in a plant-pollinator-herbivore system
Quint Rusman

Floral volatile variation in an Andean orchid pollinated by euglossine bees across landscape
Yasmin Alomia

How does metal hyperaccumulation protect Noccaea caerulescens from the herbivore Pieris brassicae?
Alexandra Schwaiger

Patterns of variation in a novel defence reveal evolutionary drivers of chemical diversification
Tobias Zuest

Evolution of chemical defenses in Salicaceae and the plant-herbivore arms race
Ezgi Ogutcen
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Floral scent variation partly explains visitor variation within populations of Arum maculatum
Danae Laina

Autopolyploidy and pollination divergence in Dianthus broteri: a transcriptomic aproach
Jesus Picazo-Aragones

The role of opsins in search image tuning in the damselfly Ischnura elegans
Natalie Roberts

Mimicry promotes morphological diversification but not speciation in mimetic swallowtail butterflies
Athulya Kizhakke

All that glitters is not iridescence-devising a measure of iridescence that links color to optics
Klara Nordén

Integration of signaling traits during social interaction in a colour changing lizard
Subhasmita Patro

Coexistence of male colour morphs in an African annual fish
Martin Reichard

Look under the leaf: effect of artificial light at night on duckweed colour
Totoro Nakagawa-Lagisz

Huge flower color polymorphism in Iris pumila L.: previous studies and current research
NataSa Barisic Klisaric

Becoming pale in the city: a strategy of the European garden spider to adapt to city life?
Katrien De Wolf

Cryptic ultraviolet color variation in the polymorphic common wall lizard
Prem Aguilar

Piecing together the Heliconius wing pattern: Identification of colour elements used in mate choice
Sophie Helen Smith

SPIN*-CITY: the role of spider colour in adapting to urban heat islands.
Bram Vanthournout

Consequences of mobbing and predation on camouflage abilities and use of space in tawny owls
Charlotte Perrault

Genetic control of colour in the tropical seastar Linckia laevigata
Suzanne Williams

Is shell colour polymorphism in Littorina associated with chromosomal inversions?
Rui Faria

Relationship between seed dispersal and flower color variation in Anemone coronaria
Sissi Lozada Gobilard

Dissecting proximate causes of variation in melanin-based colouration in the house sparrow
Szymon Drobniak
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Evolution and development of wing colour patterns in ithomiine butterflies
Eva van der Heijden

Plumage coloration misrepresents relationships in a recent avian radiation
Lois Rancilhac

Genomic analysis of host association and coloration in clownfishes
Lucy Fitzgerald

Clownfish's host-phenotype trait complex is a product of convergent evolution.
Alberto Garcia Jimenez

Convergent loss of ommochrome pigmentation in cave-adapted isopod crustaceans
Lada Jovovi¢

Understanding wing patterns in Central Asian Hawkmoths
Franziska Patzold

Constrained evolution of dorsal plumage color contrasts with flexible evolution of ventral feathers
Nicholas Friedman

Hyles (Lepidoptera: Sphingidae) karyotype and high quality genomes as basis for wing pattern studies
Anna Hundsdérfer

Phylogeny drives color pattern resemblance in Mullerian mimics
Yann Le Poul

Chemical defense acquired via pharmacophagy can lead to herd protection in a sawfly
Pragya Singh

Recognition of predator calls is socially transmitted across territory borders in wild birds
Jakub Szymkowiak

Quantification of mimicry resemblance in butterflies using feature extractor of deep neural network
Kai Amino

Evolution of antipredator response in a complex life cycle
Kanika Rawat

Shimmering response in Apis dorsata are triggered by dark stimuli moving against a bright background
Sajesh Vijayan

Variability of a cooperative defense behavior in social pine sawflies
Raphael Ritter

Innate reactions of birds to mimetic hoverflies and their hymenopteran models
Marie Truhldfovd

Snakes as mediaeval knights in ring armour: Antipredatory strategy in sand boas (Erycidae)
Petra Frydlovd
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Weapons or deterrents? Exploring the mode of nudibranch chemical defence against predators
Anne Winters

Birds select for higher mimetic accuracy in ant-mimicking spiders and true bugs
Alice Exnerova

| remember you! Multicomponent warning signals and predator memory
Anita Szabd

Are ladybird spiders (Eresus spp.) Batesian mimics of aposematic insects?
Jan Raska

Do spiders ride on the fear of scorpions? A cross-cultural eye tracking study
Iveta Stolhoferovd

Fear of snakes in the cradle of human kind
Daniel Frynta

Predator response to two components of the putative deimatic display of the Colombian four-eyed frog
Bibiana Rojas

Sensory, neural, and life history predictors of anti-parasitic egg rejection as a cognitive trait
Mark Hauber

Cognition in the wild: Ecology dictates the value of memory for foraging bees
Cecylia Watrobska

Chromosomal rearrangements are responsible for altered neuroinflammatory regulation in parrots
Daniel Divin

Reconstructing the ancestral vertebrate brain using a lamprey neural cell type atlas
Francisca Hervas-Sotomayor

The genetic basis of personality in long-tailed macaques
Debottam Bhattacharjee

Within and between species variation in cognitive and behavioural determinants of innovativeness
Utku Urhan

Faster transport through slower runs: ant relocation dynamics in nature
Anoop Karunakaran

The effects of neurogenetic architecture and signal information on behavioral evolution
Thomas Blankers

A multi-dimensional quantitative approach to study the evolution of social complexity
Ohad Peled

The ecology of UV-vision in female Heliconius erato & H. himera
Jose Borrero Malo
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Modelling the evolution of learning
Magdalena Kozielska

Is bat predation risk driving the evolution of multimodal duetting in katydids?
Kasturi Saha

The gut microbiota affects the social network of honeybees
Joanito Liberti

Social parasitism leads to transcriptomic shifts in the nervous system of captured ant workers
Erwann Collin

Interaction between territoriality and traits of males in Neotropical Poison Frogs
Mileidy Betancourth-Cundar

Single cell sequencing of a parental brain
Chris Cunningham

To call or not to call: persistence of flexible alternative reproductive tactics in a tree cricket
Mohammed Aamir Sadiq

Assortative mate preferences in Heliconius and the role of genes, brains and environment
Lucie Queste

Origin of a new olfactory sensory neuron population
Gwenaelle Bontonou

Using juvenile songbirds to study the genetic basis of the migratory syndrome
Hannah Justen

Antimicrobial activity of the mud used to build the nests in birds
Magdalena Ruiz-Rodriguez

Evolutionary dynamics of olfactory receptor genes in ray-finned fish
Demian Burguera

Inclusive fitness and the evolution of nuptial gifts
Goncalo Faria

Molecular basis of the social control of reproduction and behavior in ants
Martin Coulm

Evolution of gene expression in the chemosensory tissues of ecologically diverse fly species
Bastien Saint-Leandre

Evolutionary genetics of visual adaptation in Heliconius butterflies
Juliana Rodriguez-Fuentes

Mitonuclear interactions modulate nutritional preference
Florencia Camus

Does trophic environment affect behavior and gene expression in the facultative parasitic blowfly?
Vanessa Cunha

Parental care and paradox decisions: does relatedness play a role in nursery choice?
Carolin Dittrich
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Evolution of Na+/K+-ATPase, a candidate gene under selection during invasions in a common copepod
Jacob Fredette-Roman

Molecular analysis of lately introduced populations of lizard supports invasiveness at species level
Oleksandra Oskyrko

Using invasions to understand adaptation: genomic reconstruction of the house sparrow global spread
Jack Harper

Multi-year monitoring of Asclepias syriaca spread in protected reserve of Deliblato Sand in Serbia
Stevan Avramov

Cuticular hydrocarbon diversification drives aggression in the invasive ant Cardiocondyla obscurior
Maja Drakula

Spider mites do not modify their interaction with plant defences when evolving with a competitor
Mariya Kozak

Conservation genomics in Italian pike: contrasting hybridization with non-native European pike
Barbara Sofia llardo

Inheritance mechanisms in knotweeds - are they driven by population genetics or the environment?
Katerina Berchovd Bimovad

The hidden signature of biological invasions with hybridization
Claudio Quilodran

Weak thermal limit plasticity exposes insects to extreme temperature events
Hester Weaving

Developmental plasticity in heat tolerance: ontogenetic variation, persistence and future directions
Patrice Pottier

Individual reversible plasticity as a genotype-level bet-hedging strategy
Thomas Ray Haaland

Evolutionary demise of a social interaction: partners differ in the rate of interacting trait loss
Eleanor Bladon

In a changing world, farmed-wild hybridisation alters a key life-history trait in Atlantic salmon
Joshka Kaufmann

How is phenological plasticity constrained by habitat artificialization? Empirical evidence in tits
Paul Cuchot

Maladaptive reproductive responses to developmental temperature in the European corn borer moth
Genevieve Kozak

Phenotypic plasticity enhances adaptation potential to fluctuating warm environments
Berta Canal
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Poison frog social behaviour under global change: potential impacts and future challenges
Lia Schlippe justicia

Heat-induced plant plasticity influences herbivore and pollinator preferences and plant reproduction
Juan Traine

Fish plastic and evolutionary metabolic response to freshwater hypoxia
Amélie Crespel

Fluctuating heat stress during development exposes reproductive costs and putative benefits
Leonor Rodrigues

Plasticity in a multivariate world: impact of density on phenological plasticity in Great Tits
Vaishnavi Purushotham

Can parasites adapt to elevated temperature? Experimental evolution and a survey of heated lakes
Justyna Wolinska

Male indirect genetic effects on lay date: the role of social plasticity in evolutionary rescue
Myranda Murray

A tit's quick wit: examining cognitive differences between urban and forest birds
Dhanya Bharath

Cold shock resistance in easly developmental stages of Drosophila melanogaster
Ruchika Choudhary

Animal migration to higher latitudes: environmental changes and increasing threats
Vojtéch Kubelka

Spontaneous epigenetic changes and natural epigenetic variation in a filamentous fungus
Ilkka Kronholm

Parasite infection mediates intergenerational DNA methylation in the three-spined stickleback
Alice Balard

Epigenetic and gene expression differences are associated with reproductive sucess in aphid morphs
Zhe Yang Yim

Assimilation of an acquired character by plasticity guided genetic and epigenetic inheritance
Gonzalo Sabaris

The role of DNA methylation in transgenerational adaptation of (a)sexual offspring of Fragaria vesca
Vit Latzel

Epigenetic markers of chronological age and survival in a wild passerine
Thomas Brown

Differential methylation, epigenetic clocks, and island-mainland divergence in a small mammal
Marie-Laurence Cossette

The role for epigenetics in the evolution of plasticity of avian phenotypic traits
Kees van Oers
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Adaptive potential of epigenetic switching during adaptation to fluctuating environments
Dragan Stajic

Do chromatin-TE interactions contribute towards transgenerational plasticity in wild fruit flies?
Ewan Harney

Genotyping of the seagrass cymodocea nodosa identifies candidate genes for environmental adaptation
Emanuela Dattolo

The role of DNA methylation in gene expression and phenotypic plasticity in a social spider
Anne Aagaard

DNA methylation in wild barn swallow populations: effects of age and genetic variation
Sarah Mueller

Non-heritable mutations as a source of foresight for adaptative phenotypes
Paco Majic

Individual variation in social plasticity affects predictions of evolutionary change
Tom Ratz

Multifaceted insect cuticle: different stages-different patterns
Harshad Mayekar

Plant phenotypic plasticity affects pollinator-mediated selectio
Thomas Dorey

Gene expression plasticity role in adaptation : confrontation of empirical and simulation data
Apolline Petit

Evolution of robustness and plasticity in gene regulatory networks
Arnaud Le Rouzic

Maternally-transferred thyroid hormones in birds are evolutionary constrained
Bin-Yan Hsu

Does the definition of a novel environment affect the ability to detect cryptic genetic variation?
Camille Riley

Phenotypic plasticity of Iris pumila leaf functional traits in response to experimental warming
Katarina HocCevar

The role of juvenile hormone in developmental polyphenism of an ant with obligately sterile workers
Jeanne Briilhart

Trait-dependent mechanisms influence lifespan and behavioural plasticity in Drosophila melanogaster
Claire Smithson

The mutational origins of phenotypic plasticity
Jeff Dudycha

The role of the gut microbiome in Drosophila socially-driven plasticity
Megan Fairweather
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From environmental to genetic control - and back? Transitions in sex determination in amniotes
Barbora Strakovd

Phenotypic plasticity is decoupled from genomic specialization in domesticated fungi
Ricardo Rodriguez de la Vega

Rapid evolution of cid variants shift Wolbachia-induced cytoplasmic incompatibility patterns
Alice Namias

Genome-wide characterization of genetic variation for pollen expression in Rumex hastatulus
Meng Yuan

Transcriptonal patterns on the germ-line-restricted chromosome in blue tits
Jakob Mueller

Potential for recent selfish spread of the germline-restricted chromosome in zebra finches
Augustin Chen

Gross physical damage to testes is associated with the suppression of sperm-killing meiotic drive
Sophie Lyth

Evolution of alternative reproductive systems in Bacillus stick insects
Alexander Brandt

Sperm, what are they good for? -- Reproductive anomalies in the flea beetle Altica lythri
Alina Sanken

Meiotic drive causes adaptive testis enlargement during early development in the stalk-eyed fly
Sasha Bradshaw

Meiotic drive and sperm competition: can sperm loss be mitigated?
Sadé Bates

Extremely rapid genetic content evolution on the germline-restricted chromosome in passerine birds
Radka Reifovad

Genome fractionation in asexuals: mechanisms, consequences for selection and link to gene function
Karel Janko

Premeiotic genome endoreplication is an unexpectedly rare phenomenon in gynogenetic hybrid fishes
Dmitrij Dedukh

Repetitive DNA dynamics in asexually reproducing Killifishes
Anne-Marie Dion-Cété

Cytological map of the zebra finch GRC at the lampbrush stage
Svetlana Galkina

GRC behavior during meiosis and embryogenesis in songbirds
Lyubov Malinovskaya

Evolutionary innovation in the long-term absence of sex in the oribatid mite Platynothrus peltifer
Shan Gao
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Non-genetic inheritance: is it time for the genotype-phenotype framework to evolve?
Ignacio Maeso

Integration of endogenous circular DNAs is a frequent source of chromosomal structural variation
Gerard Arrey

Searching for toxin-antidote elements in an ant social supergene
Luca Soldini

A two-step adaptive walk rewires nutrient transport in a challenging edaphic environment
Emmanuel Tergemina

Dissecting the molecular mechanisms of adaptive life history variation in Atlantic salmon
Jukka-Pekka Verta

Untangling the role of sexual selection on genomic divergence
Stewart Leigh

The dynamics of adaptation to stress from standing genetic variation and de novo mutations
S. Lorena Ament-Veldsquez

Genetic responses of local populations in response to the establishment of novel invasive species
Heidi Viitaniemi

Estimating the distribution of fitness effects from single spontaneous mutations in Escherichia coli
Julie Grosse-Sommer

Fitness landscape analysis reveals that the wild type allele is sub-optimal and mutationally robust
Tamar Friedlander

Demographic history, hybridisation and genomic variation of two Atlantic puffin subspecies
Oliver Kersten

Comparative genomics evidence striking convergence in adaptive duplications in mosquito species
Jean Loup Claret

Genes under selection in two inverted chromosomal regions of the western honey bee (Apis mellifera)
Marco Mazzoni

A single nucleotide variant in Eip75B affects the evolution of fecundity in Drosophila
Katja Hoedjes

Population genomics of the waterbuck (Kobus ellipsiprymnus)
Corey Kirkland

Closer than they appear: Low divergence and no structure in pest beetle populations
Shivansh Singhal

Genomic signatures of sexually antagonistic and sex-limited selection on body size
Martyna Zwoinska

Role of evolutionary capacitance for adaptation in red flour beetles, Tribolium castaneum
Reshma R
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The genomics of adaptation to host plant using the comparative framework of the pea aphid complex
Marjolaine Rousselle

Genome evolution of the painted lady - a rising star of the insect migratory genomics
Daria Shipilina

The effect of hatchery-imposed selection on wild and farmed Australian blue mussels (Mytilus sp.)
Georgina Bramwell

Experimental evolution to uncover genome dynamics and effect of gene flow on adaptive divergence
Langqing Liu

The genomic patterns of divergence in the Oriental clade of the D. melanogaster species group
Tane Kafle

The genomics of avian adaptation and speciation: from oceanic to sky islands
Claudia A. Martin

Species divergence driven by ecology and mating system in taxonomically complex British Euphrasia
Yangian Ding

Signals of epistatic interactions in time series genomic data
Nathan Anderson

Genomic relatedness matrix-based heritability of immune function in an invertebrate
Cansu Cetin

Genomic investigation of potential adaptive introgression in two cryptic bat species
Marie Gurke

Deciphering the genetic architecture of polygenic adaptation in Tribolium castaneum
Charles Rocabert

The role of inbreeding in genetic depletion: genomic diversity of tundra bluethroat populations
Dragomir Damnjanovic

Polyploidization as an opportunistic mutation
Josselin Clo

Niche differentiation after polyploidization?
Nélida Padilla-Garcia

Evolution of the meso-octoploid genome of Heliophila variabilis (Brassicaceae)
Yile Huang

The macro eco-evolutionary dynamics of mixed ploidy populations
Felipe Kauai Pereira

Diploidization associates with cladogenesis, trait disparity and gene coevolution in Microlepidieae
Xinyi Guo

Are genes with variable expression more evolvable? Evidence from whole-genome duplication in fishes
Christabel Floi Bucao
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Becoming polyploid in a diploid population: when size and metabolism change
Silvija Milosavljevic

Introgression between diploid and tetraploid Cardamine amara in their secondary contact zone
Paolo Bartolic¢

Origin and evolutionary significance of autotriploids in Butomus umbellatus
Eliska Petfikova

The parasitoid wasp Nasonia vitripennis as a model for animal polyploid evolution
Kelley Leung

How do different ploidies adapt? A case of Arabidopsis in non-extreme edaphic environment.
Sonia Celestini

Convergent evolution of DNA methylome in newly synthesized tetraploid towards natural tetraploid
Rie Shimizu-Inatsugi

Evolution of vision in sturgeons
Prokop Ko3dtko

Variation in the pathways and rates of diploid - polyploid gene flow across multiple plant systems
Martin Certner

Eco-evolutionary dynamics in a polyploid establishment experiment
Frederik Mortier

How does the common barbel (Barbus barbus) see? The effect of the whole-genome duplication on vision
Zuzana Konvickovd

Predictions from Fisher's geometric model on the effect of polyploidy on heterosis
Hilde Schneemann

A pipeline for SNP genotyping in non-model species with various DNA sources and sequencing platforms
Samantha Lépez Clinton

Genome-wide SNPs reveals distinct population structuren the holoplanktonic snail Limacina bulimoides
Le Qin Choo

Evolutionary dynamics of transposible elements in the poison frog Dendrobates tinctorius
Aaron Comeault

Ancient satellite DNA and rapid turnover across passerine birds
Inés Borges

Tandem repeats composing centromere, telomere and rDNA chromosome regions in the zebra finch
Olga Takki

Uncovering the diverse roles of short tandem repeat variation in colorectal cancer
Max Verbiest
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Alternative splicing plasticity constrains genetic diversity and the potential for adaptation
Rachel Steward

The probability of smithRNAs: mitochondria can easily get involved in nuclear regulation
Federico Plazzi

The biogenesis of mitochondrial short non-coding RNAs: an analysis of CLIP-seq data
Alessandro Formaggioni

Transcription factors and gene regulation in scent biosynthesis in Ophrys orchids
Chengwei Wang

Interrogating the function of the avian germline-restricted chromosome through isoform analysis
Niki Vontzou

Finding genome-specific differences between pairs of genomes
Beatriz Vieira Mourato

Characterising the genome of the spiny dogfish (Squalus acanthias)
Clara Isabel Wagner

Evodictor: Prediction of prokaryotic gene gain/loss evolution
Naoki Konno

Exploring drivers of adaptive radiation using a comparative genomics framework
Clara Groot Crego

Domestication of different varieties in the cheese-making fungus Geotrichum candidum
Bastien Bennetot

Closely related Tephritis flies (Diptera: Tephritidae) have closely related host plants
Emma Kérrnds

Signatures of balancing selection in genes associated with facial variation across great apes.
Alfie Gleeson

Revealing functional and genomic differences between two species of the megadiverse genus Begonia
Katie Emelianova

The primordial MHC: insights from cartilaginous fish genomes and comparative genomics
Ana Verissimo

Changes in immunological genes to explain intraspecie and interspecie parrot’s evolution
Mercedes Gomez

Museomics versus the taxonomic gap: a type-specimen explicit protocol to resolve cophyline phylogeny
Alice Petzold

Identifying the genomic basis of the ecological transition to life out of sea in molluscs
Leandro Aristide
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Chromosome rearrangements and evolutionary diversification of duplicated genomes
Manuel Poretti

The evolution of mutualistic dependence - a case study using a diverse ant/plant symbiotic system
Laura Campbell

MicroRNA expansion in cephalopods and the evolution of the complex nervous system
Grygoriy Zolotarov

Characterization of the genetic basis of resistance to (bio)pesticides in Cydia pomonella (L.)
Mathilda Idier

Genome-scale reconstructions of Wolbachia to elucidate horizontal transfer in Lepidoptera
Federica Valerio

Towards a better understanding of Lepidoptera phylogeny
Etka Yapar

Speciation without gene-flow in hybridizing deer
Camille Kessler

Multiple expansion and contraction events in two major chemosensory gene families in aphids
Sergio Gabriel Olvera Vazquez

De novo gene emergence: A large-scale investigation of the enabling mutations
Anna Grandchamp

Whole-genome duplication boosts parvalbumin gene diversity in teleost fishes
Subham Mukherjee

Convergent decay of the CTCF paralog BORIS in neognathous birds
Katja Palitzsch

Comparative genomics & transcriptomics reveal rapid evolution of novel reproductive genes in insects
Mrinalini

Comparative study of the evolution of human cancer gene duplications across fish
Richard Meitern

Clustered gene orientation bias on Gemmatimonadota chromosomes
Jirgen Tomasch

Comparative genomics identify major shifts in LINE content associated with bivalve diversification
Jacopo Martelossi

Host specialization of the pathogenic fungus Zymoseptoria passerinii in wild and domesticated barley
Idalia Rojas-Barrera

Machine learning assisted gene annotation of a nematode phylogeny by proteotranscriptomics
Camilo Alejandro Ceron Noriega

What makes a tree a tree? Evolution of the gene regulatory network underlying wood formation
Siri Birkeland

Evidence of horizontal transmission of Wolbachia within the Drosophila saltans group (Drosophilidae)
Lilian Madi-Ravazzi
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Population genomics reveal PRDM9-dependent recombination landscapes in salmonids
Marie Raynaud

Influence of nutrient deficiency on meiotic recombination and pollen size variation in rye
Christina Wasch

Effects of recombination rate variation on efficacy of selection in butterflies.
Karin Ndsvall

Genetic basis of individual recombination rate variation in a wild house sparrow population
John McAuley

Combination of recombination inference methods in a wild owl population
Alexandros Topaloudis

High-throughput gamete-based inference of recombination and variation within species
Sergio Tusso

The interplay between selection and the genomic landscape during the domestication of grain amaranth
Corbinian Graf

Inferring recombination from population genomic datasets: from simulation to real data
Marion Talbi

Yeast recombination specificity impact on demography inference
Louis Ollivier

PRDM9 diversity and function in salmonids
Julie Clement

The interplay of selection and recombination on the genomic level
Milan Malinsky

Maternal effects do not resolve the paradox of stasis in birth weight in a wild mammal
Julie Gauzere

Experimental evolution in Drosophila-parasitoid networks as a tool to study evolution in communities
Vincent Montbel

Genetic drift and the architecture of polygenic adaptive divergence under gene flow
Himani Sachdeva

Fisheries induced evolutionary changes recover slowly but surely over time.
Stephan Van Dijk

The genomic consequences of 10,000 generations of isolation of Orkney voles
Xuejing Wang

Genotypes selected for early and late avian lay date differ in phenotype but not fitness in the wild
Melanie Lindner
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Evolution of developmental constraints: lessons from a classic case of fish resource polymorphism
Kalina Kapralova

Random segregation as a constraint on the evolution of multidrug resistance on bacterial plasmids
lan Dewan

How does ecology shape phenotypic and genomic divergence on a small spatial scale?
Sofie Nilén

Rapid adaptation of a novel butterfly biocontrol in the Cook Islands (New Zealand)
Gabriela Montejo-Kovacevich

Unraveling the impact of compensatory evolution on metabolic divergence
Dorottya Kalapis

Coarse-graining model for the evolution of cooperative breeding
Alan Flatres

Genome-wide changes caused by fishing in experimentally exploited fish populations
Silva Uusi-Heikkilé

Bill length variation in great tits (Parus major): Are there any fitness consequences?
Judith Risse

Trade-off between mimicry and thermoregulation: an experimental study in hoverflies
Kidra Darikovd

Effects of distinct drivers on the phylogenetic structure of forests in the Eastern Czech Republic
Ecio Diniz

Consistent phenotypic variation across biological levels: from developmental noise to macroevolution
Keita Saito

A spectrum of verticality across genes
Falk Nagies

Innovation and elaboration on the avian tree of life across evolutionary scales
Thomas Guillerme

The role of nutrients in the evolution of multicellularity in green algae
Qinyang Li

Modeling the diversification of species interaction networks
Yichao Zeng

Elucidation the systematic status of Orestias agassii (Cyprinodontinae): Altiplano, South America
Alejandra Fabres

Analysis of evolutionary regimes of mammals under the mixed Gaussian phylogenetic model
Bayu Brahmantio

Is there a trend in evolvability? Testing the theory of frozen evolution
Jan Toman
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The founding feathers: the true ancestry of the Barbary dove
Germdn Herndndez Alonso

How would you recognize an aurochs if you sequenced one?
Jacob Chisausky

An archaeogenomic perspective into sheep evolution and local breeds in the Baltic Sea area
Martin Larsson

Deciphering the evolutionary history of a domesticated red alga using population genomic
Marie Laure Guillemin

Spread of donkeys into Asia Minor: archaeogenomic evidence
Mustafa Ozkan

Animal domestication by humans as a case of correlated evolution
Andre Rodrigues

The history of domestic cat in Central Europe
Danijela Popovic

Early European tomato genomes reveal a mixed origin and private variation at domestication genes
Simon Aeschbacher

Ageing and age-specific effects of deletions on Drosophila life history
Martin linatti Brengdahl!

Does evolution of ageing feedback (positively or negatively) on itself?
Avani Mital

Parental age effects on offspring performance exacerbate reproductive senescence in European badgers
Melanie Weedon

Transient early-life downregulation of nutrient-sensing signalling improves late-life survival
Sara Irish

The use of cave-dwelling animals as models in senescence studies
Enrico Lunghi

Biomarkers in a social fluid reveal social rewiring of metabolism and aging in superorganismal ants
Adria LeBoeuf

Inheritance of senescence-associated methylation patterns in the short-lived turquoise killifish
Lisandrina Mari

Biomarkers for immunosenescence and inflammaging in wild passerine birds
Michal Vinkler

The effect of germline senescence on life history evolution
E. Yagmur Erten
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Synchronization of senescence across phenotypic traits and sex difference in the Alpine swift
Héloise Moullec

Reproductive death and the delay of the selection shadow in ants
Luisa Maria Jaimes Nino

Siderophore-mediated social interactions drive invasion dynamics in natural Pseudomonas communities
Alexandre Figueiredo

Collective protection against the type VI secretion system in bacteria
Elisa Granato

A plasmid-borne antibacterial T6SS effector in Vibrio campbellii
Katarzyna Kanarek

A novel antibacterial T6SS effector restricted to a subset of Vibrio parahaemolyticus isolates
Daniel Tchelet

Engineering a customizable antibacterial T6SS-based platform in Vibrio natriegens
Biswanath Jana

Systematic identification of novel genetic targets for fungal-bacterial antagonism
Yu-Ying (Phoebe) Hsieh

Competition between two contagious cancers for one host: the Tasmanian devil (Sarcophilus harrisii)
Anne-Lise Gérard

The evolution & ecology of bacteriocins in natural populations of Staphylococcus aureus
Joshua Thomas

Inter-species competition and resource availability can limit the evolution of pathogen virulence
Devshuvam Banerji

Quantifying stress-induced mutagenesis using fluctuation assays
Lucy Lansch-Justen

Combining antibiotics to curb antibiotic resistance: A systematic review and meta-analysis
Berit Siedentop

Evolutionary paths to high-level ampicillin resistance
Rotem Gross

Antibiotic resistance fitness landscapes are surprisingly predictable across environments
Ana-Hermina Ghenu

One strategy to treat them all? The “hit hard” dogma in view of antibiotic resistance evolution
Peter Czuppon

Antibiotic persistence is not defined by bacterial population growth phase
Saran Davies
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Exploring the boundaries and mechanisms of cellular negative hysteresis
Lina Marie Upterworth

Ecologically mediated mutation rate plasticity provides new insights on microbial evolution
Rowan Green

Feedback loop: microbiome, immunity, stress and fitness
Hugo Pereira

Effect of temperature in the microbiota composition of a parasitoid wasp
Camila Souza Beraldo

Infection by a eukaryotic gut parasite in wild zooplankton associates with a distinct microbiome
Amruta Rajarajon

How immune priming affects host microbiome and vice versa
Joachim Kurtz

Using flow cytometry to quantify and describe the gut microbiome of wild mice
Simon Hunter-Barnett

Gut microbiota at the interface of host energy needs and food availability
Anni Hamdléinen

Global comparative analysis of virome composition in ants
Nicolas Schréder

Defensive symbiosis “in the wild”: seasonal dynamics of parasitism and symbiont-conferred resistance
Elena Gimmi

Coping with anthropogenic stress: the role of gut-associated bacteria in a freshwater isopod
Elvira Lafuente

Pollution-related bird-microbe associations
Lyydia Leino

The drivers of gut microbiota in wild great tit: effects of health and heavy metal contamination
Lucie Schmiedovd

Secondary endosymbionts in aphid field populations
Helena Donner

Response of the gut microbiota and its host to warmer climate and habitat fragmentation.
Emma Fromm

Altitudinal effect on gut microbiome composition of Anatolian blind mole rat (Nannospalax xanthodon)
Halil Mert Solak

Volatiles of bacterial origin associate ecto-parasitism and fledging success of hoopoes
Juan José Soler

Effect of gut microbiota on male reproducitve traits in Drosophila melanogaster populations
Komal Maggu
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Human encroachment into wildlife gut microbiomes
Gloria Fackelmann

Co-evolution between leaf beetles and their gut microbiome
Yueqing An

The nature and the role of gut microbiome in terrestrial and aquatic isopods
Terezia Horvathova

How do herbivory-induced changes in plant microbiota shape plant evolution?
Sara Nouere

Divergent gut microbiota and role of sociality in two closely related house mouse subspecies
Barbora Bendovd

Effect of urbanization on microbiome composition of the garden spider Araneus diadematus
Clémence Rose

Effects of gut microbiota manipulation on Blattabacterium abundance in Blattella germanica
Srijita Ray

Trade-offs and the evolution of age-specific resistance to infectious disease
Lydia Buckingham

MHC evolution and expression patterns in the Neotropical Midas cichlid species complex
Seraina Emilia Bracamonte

MHC-based mate choice in bluethroats
Arild Johnsen

Different evolutionary patterns in TLR7 and TLR8 in lagomorphs due to host-pathogen co-evolution
Joana Abrantes

Determinants of variation in natural selection on immune function
Otto Seppald

Adaptive evolution of inflammasome-related genes in amniotic vertebrates
Tao Li

Investigating associations between immunity and infectivity genes: vole MHC vs. Borrelia ospC
Joanna Rézariska-Wrébel

The effects of host age at exposure on Daphnia species infected by a yeast
Sabrina Gattis

Immune gene diversity as driver of tuberculosis susceptibility and resistance in wild meerkats
Nadine Miiller-Klein

The potential for glasshouse whitefly to evolve resistance to biological control agent
Mia Graham

The effects of infection intensity on the gene expression on tapeworm infected ants
Tom Sistermans
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Parasites inducing differential immune gene expression in sexuals and asexuals of gibel carp
Mehedi Hasan Fuad

Intraspecific variation in how a specialist herbivore affects plant defences
Jéssica Teodoro-Paulo

Influenza A virus infection induces differential expression of the duck TRIM gene repertoire
Lee Campbell

The genetic complexity of resistance to mycoinsecticides
Rose McKeon

Evolution of divergent infection responses against single vs coinfecting pathogens
Srijan Seal

Natural selection on gene expression across invertebrate immune system
Teo Cereghetti

High MHCII divergence associated with survival and parasite resistance in sticklebacks
Arnaud GAIGHER

Contemporary selection on MHC genes in a free-living ruminant population
Wei Huang

Trans-species polymorphism and convergent functionality at MHC IIB across cichlid radiations
Carlos Lozano-Martin

Balancing selection on the complement system of a wild rodent
Mridula Nandakumar

Lineage-specific influence of Haemosporidian parasites on European Robin’s autumn migration
Eszter Sz6lldsi

Infection increases activity via Toll dependent and independent mechanisms
Crystal Vincent

Mechanisms supporting haplotype groups in mammalian TLRs
Kalifa Samake

Evolution of immune responsiveness to mycoplasmal conjunctivitis in house finch populations
Nithya Kuttiyarthu Veetil

Evolutionary responses to transmissible cancers
Beata Ujvari

T-cell repertoire diversity during infection in a natural model system for adaptive immunity
Artemis Efstratiou

Peptidome-wide analysis of lineage specific peptides of Mycobacterium tuberculosis strains
Clinton Azuure

Hyper-divergent haplotypes in nematode parasites contain genes involved in host-parasite interaction
Lewis Stevens

Susceptibility to trypanosomatid parasites in Drosophila melanogaster
Venera Tyukmaeva
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Imprints of past and present-day processes on the beaver MHC genes variability
Jan Néhlovsky

High variability in MHC gene evolution among the adaptive radiations of cichlid fishes
Pascal Habliitzel

Climate warming triggers the emergence of native viruses in Iberian amphibians
Barbora Thumsovad

Sexual selection and disease resistance: a case study in amphibians
Joana Sabino Pinto

Cryptic pseudogenization in penguin TLR15: an adaptive change or a ratchet to poor immune function?
Steven Fiddaman

48 hours of solitude
Tsering Choton

Phenotypic plasticity of both partners in the giant ciliate Zoothamnium niveum thiotrophic mutualism
Salvador Espada-Hinojosa

Programmed cell death in endosymbiotic Chlorella affects the fitness of its host
Santosh Sathe

Cross-species statistics to infer host-parasite interactions using genome-wide polymorphism data
Aurelien Tellier

Impact of host selection and social environment on gut microbiome varies with development in finches
Anna Antonatou-Papaioannou

Genotype-genotype interactions revealed in alga-virus coevolution
Eva Lievens

Different immune genes show variation in strength of positive selection: genomic approach in birds
Martin TéSicky
Population genomics of disease transmissibility by apple psyllids and their coevolving endosymbionts

James Howie

Population genomics of horizontal Wolbachia transfers between native and invasive cherry fruit flies
Thomas M. Wolfe

Diversity of symbionts in psyllids of the genus Cacopsylla and their co-divergence with its host
Erika Corretto

Defensive symbionts and the evolution of parasitoid host spezialization
Christoph Vorburger

Exposing symbiosis: how selecting symbionts when free-living influences endo-symbiotic interactions
David Hopkins

Comparative genomics of Wolbachia
Svitlana Serga
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Ecological speciation via co-evolution? Population genomic differentiation in a freshwater parasite
Milena Novakova

Effects of parasites on human cognitive performance and personality: Manipulation or side effects?
Jaroslav Flegr

Role of gene flow in dictating the adaptive response, and reproductive barriers in yeast.
Supreet Saini

Heliconius Passiflora Coevolution: evidence from its geographic distribution and species richness
Catalina Sofia Sdnchez-Melo

Evolution is shown to be a function of species culture and evolutionary freedom, not selection
Knarr Rose

The transformability of genotype-phenotype landscapes
Malvika Srivastava

Impact of population density on sexual selection in the red flour beetle
Lennart Winkler

A global phylogeny of black and pied oystercatcher reveals two new species
Tereza Senfeld

Holey niche! A novel method to find holes in niche hypervolumes using persistence homology
Pedro Conceicao

Heterogeneous introgression at late stages of species formation in a grasshopper hybrid zone
Ricardo Pereira

Mutation bias shapes the spectrum of adaptive substitutions
Alejandro V Cano

Putting life history theory to the test - the estimation of reproductive values from field data
Mirjam Borger

Sexual conflict over mating frequency in a sexually cannibalistic mantis
Nathan Burke

Evolutionary ecology of resistance to sexually transmitted mites: The Drosophila-Gamasodes system
Michal Polak

Domestication of the fungi Penicillium roqueforti to make blue cheeses
Thibault Caron

The effect of mutagenic drugs on influenza A virus populations: bridging experiments and simulations
Ana Y. Morales-Arce

Cheating triggers tragedy of the commons, group size attenuates it
Julian Melgar

Worker task specialization in ants linked to differential expression of odor receptors in antennae
Marcel Caminer
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Isolation in glacial refugia and extreme habitats drive lineage diversification in Arabian mangroves
Guillermo Friis

Eligibility and criteria for scientific awards in ecology and evolution - biases and opportunities
Malgorzata Lagisz

Genomics of insecticide resistance in bed bug
Chloé Haberkorn

Early divergence of Metallura tyrianthina in the Colombian Andes
Juan Pablo Mongui

A supermatrix phylogeny of the world's bees (Anthophila): A tool for macroevolutionary analyses
Patricia Andrea Henriquez Piskulich

Male-biased sex ratios increase sexual selection against a mutant in Drosophila melanogaster
Sakshi Sharda

More than just density: fitness-functions in crowded Drosophila cultures
Srikant Venkitachalom

Aposematic colouration in mammals
Natasha Howell

A potentially new insecticide-resistant aphid sweeps through the Dutch greenhouses
Mariska Beekman

Lokiretroviruses are still alive and in good health in at least two species of lamprey
Horacio Naveira

Inferring speciation histories for species pairs across Drosophila
Leeban Yusuf

Fitness landscapes reveal context-dependent benefits of oviposition choice
Vrinda Ravi Kumar

The role of micro and macro-evolutionary processes in determining insect communities on forest trees
Freerk Molleman

Molecular evolution of Na+,K+ -ATPase and its role in cardenolide resistance in avian predators
Shrikant Pradhan

Eco-evolutionary extinction/recolonization dynamics reduce genetic load in highly inbred populations
Anders Charmouh

Toward proper nomenclature: reassessing honeybee (Apis mellifera) mtDNA nomenclature using phylogeny
Slobodan Davidovic¢

The dynamic ontogenetic shape patterns of adaptive divergence and sexual dimorphism
Lieke Ponsioen

Demographic history of the South African coloured population
Lucia Ximena Alva Caballero

Implications of ancestor-descendent relationships on catarrhine phylogeny
Carolynne Roberts
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Genome resequencing reveals hybrid zone dynamics of secondary contact in darters (Percidae)
Pia Franziska Schwarz

Evolutionary stasis: the missing fraction problem in a wild population of Soay sheep (Ovis aries)
Elizabeth Mittell

The morphological basis of social immunity in ants
Max Aubry

Should trees escape their relatives or invest in leaf defense to avoid leaf miners?
Urszula Walczak

Rapid radiation in the wild allopolyploid tobaccos (Nicotiana sect. Suaveolentes)
Luiz Augusto Cauz dos Santos

Impacts of human land use on genetic diversity in a set of generalist and specialist butterfies
Zachary Nolen

Persistence of Lambda prophages coevolving with Escherichia coli during frequent prophage induction
Zachary Bailey

Temperature shapes chromosome inversion polymorphism of Drosophila subobscura through generations
Katarina Eric¢

Context- and sex- dependent links between father’s sexual success and offspring pathogen resistance
Aijuan Liao

Shady Christmas beetles? Reflecting sunlight reduces heating but does not correlate with hot climate
Laura Ospina-Rozo

Packing of transcription factor binding sites
Magdalena San Roman

Perception of dead conspecifics increases reproductive investment in Drosophila melanogaster.
Quentin Corbel

Heterozygous male lions live longer than homozygous males. A creatine-mediated effect?
Aurelio Malo

Co-variation between cortisol, behaviour, and immunity supports the pace-of-life syndrome hypothesis
Jeffrey Carbillet

Partial support for the Trivers-Willard hypothesis in the contemporary Hungarian population
Fanni Sarkadi

Functional study on an uncharacterized gene in caste differentiation in Monomorium pharaonis
Ruyan Li

Sexual conflict in complex environments: temperature buffers male harm in wild D. melanogaster
Claudia Londofio-Nieto

Predation risk regulates assortative mating in a desert isopod
Viraj Torsekar

Ultra-fine population structure powered by SNPs and SINE insertions
Elena Beade-Toubes
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Museomics of the regionally extinct Black-veined White butterfly in Britain
Rebecca Whitla

Pedigree-based estimation of de novo mutation rate in the epaulette shark, Hemiscyllium ocellatum
Ashley Sendell-Price

Previous pathogen experience modulates sanitary brood care behaviour in ants
Linda Sartoris

Valley of free-riders between horizontally and vertically transmitted mutualism
Yu Uchiumi

MTaxi : A comparative tool for taxon identification of low coverage ancient genomes
Gozde Atag

Influence of food web complexity on genetic diversity in coral reef fishes from Moorea
Pierre Lesturgie

New form of sexual selection by threshold preference explains costly male ornaments without benefit
Dajo Boog

Investigating the Neolithic Transition along the Danube route through spatially explicit simulations
Alexandros Tsoupas

Implications of differing measures of reproductive isolation in Pseudochorthippus parallelus
Linda Hagberg

Overwinter users of nest cavities affect breeding birds via nest-dwelling ectoparasites
Antonio José Garcia Nufiez

Is brood sex ratio related to parental feeding rate? An experimental study on collared flycatchers
Helga Gyarmathy

Copy number variation analysis of ancient human genomes by CONGA
Eren Yuncu

Birds line their nests with aromatic plants in response to ectoparasites: the missing experiment
Gustavo Tomds

Pleistocene divergence and population turnovers in Collared lemmings
Edana Lord

Machine-learning facilitated pedigree-based mutation rate estimation in guppy (Poecilia reticulata)
Katarzyna Burda

Can a novel predatory tactic invade to rodent populations with herbivore diet?
Tapio Mappes

Repeat proliferation and partial endoreplication jointly drive the genome size evolution of orchids
Pavel Travnicek

Fishing for reproductive senescence
Milan Vrtilek

Variation and evolution of immunity with ageing
Imroze Khan
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Urban population genomics and adaptation of brown rats (Rattus norvegicus) in Paris
Romuald Laso-Jadart

Monogeneans and chubs: ancient host-parasite system under the looking glass
Eleni Anna Charmpila

What drives the rapid buildup of sterility barriers in the Arctic crucifer Draba nivalis?
Christian Brochmann

Sexual-size dimorphism has evolved via sex-specific trait architecture
Simona Kralj-FiSer

Fixation probabilities in network structured meta-populations
Sedigheh Yagoobi

The role of evolvability, robustness, and tunability of transcription factors in regulatory rewiring
Aleksandra Greshnova

The changing effect of social class on fertility through the demographic transition in Switzerland
Ege Pehlivanoglu

Adaptive introgressions have driven the domestication of the apple tree
Xilong Chen

Identifying the environmental drivers of functional biodiversity loss in a freshwater lake
Niamh Eastwood

Transposable elements and genome size evolution in the plant genus Curcuma (Zingiberaceae)
Bijay Khadka

Atlantic vs. Mediterranean: Different evolutionary pathways of populations of goby Gobius niger
Jakub Hradeclny

Seeking the smoking gun of fisheries induced selection using covariance-based temporal genome scans
Kwi Young Han

Ray of light: vegetation cover is the main driver of color brightness evolution in squamates
Jonathan Goldenberg

New stygomorphic freshwater crab from Laos offers insights into the adaptation to cave life
Myria Schroder

Major urinary proteins profile and copy number variation in commensal and noncommensal mouse species
Kristina Daniszovd

Mate choice and reproductive success in a warming planet
Valentina Zizzari

A reference genome assembly of the chaetognath Flaccisagitta enflata
Nadege Guiglielmoni

Consequences of evolution under juvenile malnutrition for adult metabolism and fitness.
Tadeusz Kawecki

Conservation genomics of the Finnish wolf population
Suvi Ponnikas
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Gene expression of distinct shell phenotypes between ecotypes of Littorina saxatilis.
Florian Neugebauer

Phylogeography and evolutionary history of the Crocidura poensis-hildegardeae species complex
Inessa Voet

Opsin gene expression and vision modification during ontogeny in European cyprinid fishes
Veronika Truhlarova

Male mating success evolves in response to increased levels of male-male competition.
Tejinder Singh Chechi

South-eastern Europe - a hotspot of genetic diversity of the European bitterling
Veronika Bartdkovd

An approach based on molecular data to relationship of Fannia (Fanniidae: Diptera) from Colombia
Luz Gomez

Host specificity influence how fungal pathogens navigate nutritional landscapes of their insect host
Henrik H. De Fine Licht

Museomics to resolve the genomic and wing-pattern relationships of burnet moths (Zygaena)
Eduardo Marabuto

Hybridisation of cyprinid fishes of the subfamily Leuciscinae in the Czech Republic
Vit Kaufman

Teach and outreach: promoting public understanding of evolution through collections-based learning
Dragana Cvetkovic

Ploidy as an imperfect speciation barrier: what drives interploidy gene flow in natural populations?
Susnata Salony

Identifying non-recurrent rare variants in Anopheles mosquitoes to infer evolutionary processes
Josh Reynolds

Phylogenetic and molecular clock study of plastid encoded genes untangle archaeplastidia evolution
Filip Pietluch

Cooperation and competition across the evolutionary transition to multicellularity
Maria Kalambokidis

Habitat determines convergent evolution of cephalic horns in vipers
Theo Busschau

Predictive genotype-phenotype-fitness mapping of the tetracycline efflux pump regulatory elements
Zahra Khomarbaghi

Genomes on a Tree (GoaT) - informing planning and progress of eukaryotic genome sequencing globally
Cibele Sotero-Caio

Dispersal can play a crucial role in evolutionary dynamics of flightless beetles
Albert FrantiSek Damaska

Surviving ice ages by going south or up? - Biogeography of the European butterfly Erebia medusa
Julia Canitz
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On the relativity of species, or the probabilistic solution to the species problem
Jan Kolldr

Evolutionary history of livestock guarding dogs
Diogo Lima

Population dynamics of the Late Pleistocene narrow-headed voles reconstructed using ancient DNA
Mateusz Baca
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Social Events

Welcome Cocktail
Date: August 14, 2022
Time: 18:00-20:00

Welcome Cocktail is included in the registration fee and is being held in the Congress venue on the 3 floor in the Catering
Area.

Congress Dinner

Date: August 19, 2022

Time: 19:00-23:30

Place: Obcanska plovarna (Public Swimming Pool). Address: U Plovarny 1, Prague 1

Recommended dress code: casual/ semi casual

Price: 90 EUR per delegate, 60 EUR per student

Programme: Buffet style dinner, music and dancing, possibility of a short boat ride on the Vitava River
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Where: pub ‘U Sumavy’, address: Stépanska 3 (http://usumavy.cz/)
When: Tuesday 16 August, 18:30-20:00
Who: All scientists working in the Netherlands or of Dutch origin

The Netherlands society for evolutionary biology (NLSEB) aims to build a community of all evolutionary biologists
in the Netherlands. NLSEB therefore welcomes all scientists working in the Netherlands or from Dutch origin for drinks.
Come and (re-)connect to Dutch evolutionary biology!

The European Society of Evolutionary Biology (ESEB) is inviting evolution societies organized at the national and international
levels for a discussion meeting during the ESEB 2022 Congress.

The goal is to tackle current issues that our communities are facing and possible joint actions that can be taken. Potential
topics include the teaching of evolution, open access policies, and problems facing the Global South such as visa restrictions,
helicopter science, and brain drain. The ESEB invitation was sent out to the presidents of 39 societies across the world.

In case your society haven't received an invitation but would like to participate, your representative is welcome to join
us on Tuesday August 16, 2022, at 18.30 CEST, at Vinicna 7 Street, Prague or contact Ute Friedrich (office@eseb.org)
to attend virtually.

Please book the free tour via registration form - there are 2 options: T1 or T3.

departure time: Tour 1= 9:50 in the morning T3 = 14:20
meeting point: in the city centre - PREMIANT BOOTH, Na P¥ikopé 23 - see the map

August 15, 2022 at 10:00, English speaking guide, meeting at 9:50
PRICE - FREE FOR ACCOMPANYING PERSONS: please book the tour via the registration form
PRICE FOR OTHER REGISTERED PARTICIPANTS: adults 46,00 €, children 37,50 €

August 16, 2022 at 14:30, English speaking guide, meeting at 14:20
PRICE - FREE FOR ACCOMPANYING PERSONS: please book the tour via the registration form
PRICE FOR OTHER REGISTERED PARTICIPANTS: adults 35,50 €, children 31,50 €
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Mobile Application

Try our mobile app, which will make it easier to navigate the congress and where you can find the scientific programme,
posters, social events and other detailed information.

Use the QR code to download the mobile app:

The mobile app will be available from August 13, 2022.

A free Wi-Fi will be available under the name ESEB2022.

Password: Congress2022
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Partners

We would like to thank the following partners
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